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Abstract

To respond to the urgent need for COVID-19 testing, countries perform nucleic acid amplifi-

cation tests (NAAT) for the detection of SARS-CoV-2 in centralized laboratories. Real-time

RT—PCR (Reverse transcription—Polymerase Chain Reaction), used to amplify and detect

the viral RNA., is considered, as the current gold standard for diagnostics. It is an efficient

process, but the complex engineering required for automated RNA extraction and tempera-

ture cycling makes it incompatible for use in point of care settings [1]. In the present work, by

harnessing progress made in the past two decades in isothermal amplification and paper

microfluidics, we created a portable test, in which SARS-CoV-2 RNA is extracted, amplified

isothermally by RT—LAMP (Loop-mediated Isothermal Amplification), and detected using

intercalating dyes or fluorescent probes. Depending on the viral load in the tested samples,

the detection takes between twenty minutes and one hour. Using a set of 16 pools of naso-

pharyngal swab eluates, we estimated a limit of detection comparable to real-time RT-PCR

(i.e. 1 genome copies per microliter of clinical sample) and no cross-reaction with eight

major respiratory viruses currently circulating in Europe. We designed and fabricated an

easy-to-use portable device called “COVIDISC” to carry out the test at the point of care. The

low cost of the materials along with the absence of complex equipment will expedite the

widespread dissemination of this device. What is proposed here is a new efficient tool to

help managing the pandemics.

Introduction

Nucleic Acid Amplification Tests (NAATs) detect the presence of pathogen genomes in

infected samples through specific amplification of theirnucleic acids,. They are characterized

by a low limit of detection (LoD),allowing detection of viral loads as low as 1–100 genome cop-

ies per microliter of sample, and an excellent analytical specificity. There are different types of

NAATs for severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) testing but today,
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RT-PCR (Reverse Transcription Polymerase Chain Reaction), coupled to extraction, is consid-

ered as the gold standard for diagnostic laboratories.

For getting high-throuput, RT-PCR, due to an inherent complexity has to be performed in

parallelized tests in centralized laboratories. This generates logistics issues, long delivery times,

(several days in practice) and excessive costs for developing countries. Over the last ten years,

with the advent of isothermal amplification technologies [2], hope has been raised to perform

NAATs at the point of care, with portable devices much cheaper than extraction/RT-PCR plat-

forms, and with comparable performances.

In this context, NAATs coupling isothermal amplification to paper microfluidics have been

developed in laboratories [3–16]. These systems possess a potential, but owing a number of

limitations (moderate practicability, absence of performing sample preparation in most cases,

incomplete evaluation of the clinical and analytical performances) these devices have not

reached a state, yet, where they can be commercialized. Thereby, as SARS-CoV-2 started to

propagate, the technology was not ready to face the request of large scale global testing.

Recently, commercial isothermal detection assays have been proposed [17]. However, because

of substantial cost, limited throughput and moderate performances, they have not taken off.

Isothermal detection of SARS-CoV-2has been reported in the literature, but these assays do

not represent yet an alternative to PCR testing, often because they do not include the extrac-

tion of the nucleic acids (NA), which affects their sensitivity [18–21].

The molecular tests we report here are portable and low cost. The new feature is that they

combine NA extraction, RT-LAMP and naked eye visualization capability on the same device.

Teir performances are comparable to the extraction/RT-PCR method. The practical device we

created (COVIDISC) is adapted for the detection of SARS-CoV-2 at the point of care.

Materials and methods

Device fabrication

The device is shown on Fig 1A. Two sheets of black polypropylene (Polydis, 800μm thick), cov-

ered on one side by PCR tape (thermal Seal RT2R, Sigma Aldrich) two centimeters in size,

Fig 1. Laboratory device and workflow. A: Two sheets of polypropylene (black) in which pretreated pieces of glass fiber (in white) are incorporated. B: Mode

of operation. 1 –The sample, in which the virus has been lysed, is injected onto the extraction membrane. 2 –Washing. 3 –Drying of the extraction membrane.

4 –Folding of the device in such a way that the extraction membrane comes into contact with the two reaction disks. On both disk is freeze-dried the LAMP

mix and primers (Covid-19 and human 18S RNA for the test and control disk respectively) permiting reverse transcription and amplification. 5 –Elution of the

RNA from the capture membrane to the reaction disks, then, sealing with PCR tape 6 –Heating at 65˚C. Read-out in real time with an intercalating agent

(SYTO82).

https://doi.org/10.1371/journal.pone.0243712.g001
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incorporate pretreated laser-cut membranes: one (oblong form: 2mm x 10mm) for nucleic acid

extraction, and the two others (circular form: 5.4 mm diameter) for the RT-LAMP reactions.

Capture membrane and reaction membranes are binder-free glass fiber provided by Cytiva.

COVIDISC devices are 3D-printed using a Poly lactic acid (PLA) resin, printed at 115˚C at

90mm/second speed, 0.15 mm layer thickness. The diameter of the COVIDISC is 65 mm.

RT-LAMP reaction

RT-LAMP primer sequences have been retrieved from published work [22–25]. The freeze

dried reaction mix is composed of 8U GspSSD 2.0 polymerase (OptiGene), 0.5 U AMV-RT

(Life Sciences Advanced Technologies), 4 mM MgSO4, 0.4 mM of each dNTPs (dATP, dTTP,

dGTP, dCTP), 5μM SYTO-82 intercalating dye (Invitrogen), 0.2 μM of F3/B3 primers, 0.8 μM

FIP/BIP primers, 0.4 μM of LF/LB primers, 1M Betain and 10% trehalose. Volumes of 18μL

reaction mix are pipetted onto reaction membranes and freeze as previously described in [24].

Sample preparation

AVL buffer was used for sample lysis (QIAGEN). Rinsing buffer was made according to previ-

ously described recipe [23]. Elution was performed using isothermal reaction buffer (iBuffer)

provided by OptiGene. For sample and washing steps, a cellulose absorbant pad (Whatman

CF7) was used for downstream capillary pumping.

Biological samples

Naso-pharyngal swabs collected from suspected COVID-19 cases and eluted in Universal

Viral Transport medium (UTM) were provided by Institut Pasteur biobank. To prepare a ref-

erence set of SARS-CoV-2 positive samples, swab eluates presenting similar SARS-CoV-2 viral

loads (genome quantities) were mixed together to obtain eight pools with concentrations span-

ning the range of viral loads detected in COVID-19 patient samples, as measured with the

real-time duplex qRT-PCR (targeting the RdRP gene) developed by the French National Refer-

ence Centre [26,27]. In terms of viral loads, the pools span a range of RT-PCR cycle threshold

(Ct) values extending from 15 to 38, i.e from 108 to 1 copies per microliter of clinical sample

(See S3 Fig in S1 File for the conversion between Ct values and viral load.). Each pool was

tested in duplicate to determine the limit of detection of the method. To determine the reac-

tion specificity, we used eight additional pools of clinical naso-pharyngal samples, not infected

by SARS-CoV-2, but collected from patients infected by other respiratory pathogens: respira-

tory syncytial virus (RSV) A and B, influenza A (H1) virus, influenza A (H3) virus, influenza B

Victoria (BVIC), Yamagata lineages (BYAM), human rhinovirus (HRV) and human metap-

neumovirus (hMPV). Swab eluates presenting high viral loads (above 1000 copies/μL) were

used to prepare these pools. In addition, 5 SARS-CoV-2 negative naso-pharyngal eluates were

used as control.

Operating method

Fig 1B shows the workflow. The sample is mixed with a lysis buffer. The role of this buffer is

both to lyze the virus and enable the nucleic acid extraction process. The principle of the

nucleic acid extraction was described by Boom [28]. Essentially, the sample is mixed with a salt

and ethanol buffer. Concentrated salt inverts the z-potential of the matrix (from negative to

positive). With that inversion, the negatively charged nucleic acids (RNA and DNA) are cap-

tured. The other sample components (proteins, membranes, etc.) are precipitated by ethanol

and transported downstream, through the extraction disk. In practice, 100 μL of the sample,
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are mixed with 200μL AVL buffer (Qiagen), and incubated for 10 minutes. A volume of 200μL

pure ethanol is then added and the solution is introduced in the extraction membrane and

washed with a washing buffer according to following reference [23,29,30]. In order to manage

the buffers flowing through the capture membrane, a wick is placed in contact with it to pump

the fluids by capillarity. The absorbent is further thrown away. After drying for 15 minutes, the

device is folded so as to place the extraction membrane in contact with the two reaction mem-

branes. RNA is eluted by using Optigene standard isothermal buffer (iBuffer). In this process,

the buffer releases the captured RNA from the extraction membrane, and, owing to the action

of capillarity, penetrates in the two reaction disks. On both disks, the freeze-dried reaction

mixis hydrated, and mixes with the RNA extracts. Upon temperature rise to 65˚C (by main-

taining the paper device on a hot plate), reverse transcription and amplification are performed.

We use real-time RT-LAMP. Its kinetics is measured by tracking the fluorescence emission of

a DNA intercalating dye (SYTO-82). The target is Orf1ab (primers are displayed in S1 Table in

S1 File [19]) and ARN 18S as internal sample processing control and sample quality control.

Measuring the kinetics of the amplification allows to estimate the noise level and control the

shapes of the amplification curves. The noise level should be low (a deficient extraction often

generates noise on such curves) and the amplification curves should be sigmoidal. Any devia-

tion from these expectations may signal the presence of an artifact. Indeed, for on-field appli-

cations, kinetic studies are not necessary. Only end-point data (i.e after one hour

amplification) is needed for providing a YES/NO answer.

Ethical documentation

Samples used in this study were collected as part of approved ongoing surveillance conducted

by the National Reference Center for Respiratory Viruses (NRC) at Institut Pasteur (WHO ref-

erence laboratory providing confirmatory testing for COVID-19). The lab investigations

described in this article were carried out in accordance with the General Data Protection Regu-

lation (Regulation (EU) 2016/679 and Directive 95/46/EC) and the French data protection law

(Law 78–17 on 06/01/1978 and Décret 2019–536 on 29/05/2019) which does not require a

review by an ethics committee for the secondary use of samples collected for healthcare pur-

poses. In such case, the secondary use for research is authorized if the persons have been

informed of such secondary use (article L.1211-2 of the French Public Health Code). A specific

request for an information derogation has been submitted to a competent national ethics com-

mittee for the tested control samples for which provision of such information for the second-

ary use of the samples could not be ascertained.

Results

Fig 2 shows end-point results, obtained with the device of Fig 1, sixty minutes after sample

introduction, along with, in the insert, the kinetics of five samples. Below the abscissa of Fig 2,

we show the fluorescence images of the reaction disks at t = 60 min. Heterogeneities of the

fluorescence field are visible on most of them, a phenomenon we attribute, speculatively, to

heterogeneous nucleation, cluster formation of amplicons and low diffusion of these clusters

inside the porous medium. The fluorescence intensities level, plotted on Fig 2 are the averaged

value of the 25% brighter pixels within the reaction disk. We consider that a sample is positive

if the fluorescence signal is at least twice the average noise level, which is approximately 800

arbitrary units in our system.

As shown by Fig 2, Patient samples 1–7, i.e up to a a viral load of 31 copies per microliter of

sample, which corresponds to a RT-PCR Ct value of 34. The sample n˚8, detected at a Ct value

of 38 by RT-PCR (1 copy per microliter of sample), is also detected in the upper disk, but
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ambigously in the lower one. We conclude that the limit of detection of the method is around

1 copy per microliter of initial sample (i.e. detected at a Ct value of 38 by RT-PCR). Such an

analytical sensitivity is comparable to real-time RT-PCR performances. These conclusions do

not sensibly depend on the image treatment. For instance, the value of 25% we took above, for

determining the intensity levels on Fig 2, is not critical. We varied this number between 10

and 50%, without significant change in the results. Sup Mat 4 shows a classification based on

the fluorescence standard deviation, which leads to the same results. Naked eye could also be

used to distinguish positive from negative samples. The method of treatment of the images is

thus not critical.

The insert of Fig 2 shows the kinetics of five RT-LAMP reactions, for different viral load

levels, using SYTO82 as fluorescent intercalating agent. The RT-LAMP reaction kinetics

obtained on a sample from a healthy individual has been represented, for estimating the back-

ground noise [31]. This noise level corresponds to the natural fluorescence of the reaction

disk, i.e approximately 800 arbitrary intensity units. The fluorescence intensities of the SARS--

CoV-2-positive samples are located well above. They have the expected sigmoid shape. The

sample with the highest viral load, (presenting a Ct value of19, equivalent to 8x106 genome

copies per microliter of sample), was detected after 15 minutes. At higher Ct values, i.e. as viral

Fig 2. Detection of SARS-CoV2 in clinical samples, analytical performances of the test: Analytical sensitivity and Specificity end point (t = 60 min)

measurements obtained for SARS-CoV-2 positive samples P1-P8 (SARS-CoV-2 RT-PCR Ct values in parenthesis), negative samples (individuals with a

negative SARS-CoV-2 RT-PCR) and, on the right part, patients diagnosed with other respiratory infections. The low intensity level measured on the

negative samples (grey dots) corresponds to background fluorescence. The internal controls (RNA 18s) are displayed in S1 Fig in S1 File. At the bottom, series

of disk images obtained at the end point, each vertical pair corresponding to duplicate assays. (Insert) RT-LAMP amplification curves obtained by real-time

monitoring of the fluorescence produced by an intercalating dye (SYTO-82).

https://doi.org/10.1371/journal.pone.0243712.g002

PLOS ONE Performing molecular testing for SARS-CoV-2

PLOS ONE | https://doi.org/10.1371/journal.pone.0243712 January 11, 2021 5 / 9

https://doi.org/10.1371/journal.pone.0243712.g002
https://doi.org/10.1371/journal.pone.0243712


load decreases, the signal takes off at later times. Plateaus are observed for the patient sample

pools 1–6, i.e up to a Ct value of 33. For the samples with the lowest viral loads (pools 7 and 8),

i.e., 31 and 1 genome copies per microliter, a plateau is not fully reached, but still, the virus can

be detected without ambiguity.

The right part of Fig 2 addresses the question of the specificity. The images show that for

non-SARS-CoV-2 pathogens, in almost all cases, fluorescence is barely visible. Sample H1 is

seen above the background, for unclear reasons. However, quantitatively, the difference with

the average background is 20%, which is not significant. Fig 2 shows that the specificity of the

test, based on this set of pathogens, is 100%.

In order to transform the foldable paper system into a practical POC device, we created the

“COVIDISC”, shown in Fig 3.

Fig 3A shows the COVIDISC workflow, which exactly reproduces that of Fig 1B (see cap-

tion of Fig 3A). The structure of the device, shown in Fig 3B consists of two plastic disks, 5 cm

in diameter, able to rotate around a common axis. The extraction membrane, the wick and the

Fig 3. Description of the COVIDISC. A–COVIDISC workflow decomposed in three steps (the three steps include the six steps of Fig 1, in the same the

workflow): 1 –injection, washing (fluids flow through the capture membrane and get absorbed by capillarity in the absorbent wick (in blue)), drying. 2—Disk

rotation and elution; 3 –Disk counter-rotation, coverage of the reaction zone by a PCR sealing film, heating, amplification and readout. B–Left: Exploded

structure of the device. Center: Picture of a prototype. Right: QUASR readout photograph of a test on RNA extracts of SARS-CoV-2, processed as in Fig 3A;

(left) Positive sample; (right) negative sample.

https://doi.org/10.1371/journal.pone.0243712.g003

PLOS ONE Performing molecular testing for SARS-CoV-2

PLOS ONE | https://doi.org/10.1371/journal.pone.0243712 January 11, 2021 6 / 9

https://doi.org/10.1371/journal.pone.0243712.g003
https://doi.org/10.1371/journal.pone.0243712


reaction disks are force fitted. By performing rotations, injections and heating, one executes

the workflow of Fig 1B (see S2 Table in S1 File). On adding QUASR probes (Quenching of

Unincorporated Amplification Signal Reporters) [32] to RT-LAMP, we obtain a naked eye

YES/NO answer. Fig 3B (right) shows the readout of RNA extracts of SARS-CoV-2, captured

with the camera of a smart phone. We used an oven to maintain the temperature at 65˚C and

one LED and two gelatin filters to take the picture (see S4 Fig in S1 File). The equipment

needed for running the test is thus minimal.

Conclusion

To the best of our knowledge, the system we present here is unique. No such assay, i.e. porta-

ble, low-cost, including NA extraction/elution, user friendly and with performances compara-

ble to RT-PCR, has been reported in the literature thus far. The results presented here have

been obtained with 21 clinical samples and larger sets of samples are certainly desirable. None-

theless, our results indicate that, with a minimal equipment, one can extract, wash, elute,

reverse-transcribe, amplify and measure the kinetics, with a LoD comparable to the gold stan-

dard real-time RT-PCR, i.e. 1 genome copies per microliter of clinical sample, and a specificity,

of 100%, based on the set of pathogens we have used. We also created a portable device (COVI-

DISC) that can be used at the point of care. The production cost we estimated for such a device

is around 2–4 $. This type of device is thus appropriate for ressource-limited countries but also

for developed countries, to reduce the now considerable costs generated by the generalization

of RT-PCR testing in the population. Generalizing these tests at the doctor’s practice, at the

working place or in pharmacies could allow the isolation of infected patients without delay,

shortening their quarantine, reducing logistics and costs and offering a new efficient approach

to manage the pandemics. In the future, obviously, the same technology could be used for

other pathogens.

Supporting information

S1 File. The supplementary information file contains information about the primer

sequences (S1), the internal positive controls (S2), the protocol of operation for the COVI-

DISC (S3), the signal processing used (S4), the relation between the Ct and the viral load

(S5) and the COVIDISC design (S6).
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Jean-Christophe Olivo-Marin.

Formal analysis: Jean-Christophe Olivo-Marin.

PLOS ONE Performing molecular testing for SARS-CoV-2

PLOS ONE | https://doi.org/10.1371/journal.pone.0243712 January 11, 2021 7 / 9

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0243712.s001
https://doi.org/10.1371/journal.pone.0243712


Funding acquisition: Patrick Tabeling.

Investigation: Pierre Garneret, Etienne Coz, Elian Martin, Jessica Vanhomwegen, Patrick

Tabeling.

Methodology: Pierre Garneret, Etienne Coz, Elian Martin, Jean-Christophe Olivo-Marin, Syl-

vie van der Werf, Jessica Vanhomwegen, Patrick Tabeling.

Project administration: Patrick Tabeling.

Resources: Jean-Claude Manuguerra, Sylvie van der Werf.

Supervision: Patrick Tabeling.

Validation: Etienne Coz, Vincent Enouf, Sylvie van der Werf, Jessica Vanhomwegen.

Visualization: Jean-Christophe Olivo-Marin.

Writing – original draft: Elodie Brient-Litzler, Jessica Vanhomwegen, Patrick Tabeling.

Writing – review & editing: Elodie Brient-Litzler, Patrick Tabeling.

References
1. Mullis K, Faloona F, Scharf S, Saiki RK, Horn GT, Erlich H. Specific enzymatic amplification of DNA in

vitro: the polymerase chain reaction. InCold Spring Harbor symposia on quantitative biology 1986 Jan 1

(Vol. 51, pp. 263–273). Cold Spring Harbor Laboratory Press.

2. Niemz A, Ferguson TM, Boyle DS. Point-of-care nucleic acid testing for infectious diseases. Trends in

biotechnology. 2011 May 1; 29(5):240–50. https://doi.org/10.1016/j.tibtech.2011.01.007 PMID:

21377748

3. Bhakta SA, Borba R, Taba M Jr, Garcia CD, Carrilho E. Determination of nitrite in saliva using microflui-

dic paper-based analytical devices. Analytica chimica acta. 2014 Jan 27; 809:117–22. https://doi.org/

10.1016/j.aca.2013.11.044 PMID: 24418141

4. Vella SJ, Beattie P, Cademartiri R, Laromaine A, Martinez AW, Phillips ST, et al. Measuring markers of

liver function using a micropatterned paper device designed for blood from a fingerstick. Analytical

chemistry. 2012 Mar 20; 84(6):2883–91. https://doi.org/10.1021/ac203434x PMID: 22390675

5. Pollock NR, McGray S, Colby DJ, Noubary F, Nguyen H, Khormaee S, et al. Field evaluation of a proto-

type paper-based point-of-care fingerstick transaminase test. PloS one. 2013 Sep 30; 8(9):e75616.

https://doi.org/10.1371/journal.pone.0075616 PMID: 24098705

6. Uehara M, Hanamura M, Yamada K, Yamaguchi A, Murayama T, Saito Y, et al. A rapid and automated

device for purifying nucleic acids. Analytical Sciences. 2016 Mar 10; 32(3):371–4. https://doi.org/10.

2116/analsci.32.371 PMID: 26960621

7. Carrilho E., Martinez A.W., Whitesides G.M., Understanding was printing: a simple micropatterning pro-

cess for paper-based microfluidics, Anal.Chem, 2009, 81,16,7091–7095. https://doi.org/10.1021/

ac901071p PMID: 20337388

8. Linnes JC, Fan A, Rodriguez NM, Lemieux B, Kong H, Klapperich CM. Paper-based molecular diagnos-

tic for Chlamydia trachomatis. RSC advances. 2014 Sep 9; 4(80):42245–51. https://doi.org/10.1039/

C4RA07911F PMID: 25309740

9. Martinez AW, Phillips ST, Butte MJ, Whitesides GM. Patterned paper as a platform for inexpensive,

low-volume, portable bioassays. Angewandte Chemie. 2007 Feb 12; 119(8):1340–2. https://doi.org/10.

1002/anie.200603817 PMID: 17211899

10. Magro L, Jacquelin B, Escadafal C, Garneret P, Kwasiborski A, Manuguerra JC, et al. Paper based

RNA detection and multiplexed analysis for Ebola virus diagnostics. Scientific reports. 2017 May 2; 7

(1):1–9. https://doi.org/10.1038/s41598-016-0028-x PMID: 28127051

11. Magro L, Escadafal C, Garneret P, Jacquelin B, Kwasiborski A, Manuguerra JC, et al. Paper microflui-

dics for nucleic acid amplification testing (NAAT) of infectious diseases. Lab on a Chip. 2017; 17

(14):2347–71. https://doi.org/10.1039/c7lc00013h PMID: 28632278

12. Curtis KA, Rudolph DL, Nejad I, Singleton J, Beddoe A, Weigl B, et al. Isothermal amplification using a

chemical heating device for point-of-care detection of HIV-1. PloS one. 2012 Feb 23; 7(2):e31432.

https://doi.org/10.1371/journal.pone.0031432 PMID: 22384022

PLOS ONE Performing molecular testing for SARS-CoV-2

PLOS ONE | https://doi.org/10.1371/journal.pone.0243712 January 11, 2021 8 / 9

https://doi.org/10.1016/j.tibtech.2011.01.007
http://www.ncbi.nlm.nih.gov/pubmed/21377748
https://doi.org/10.1016/j.aca.2013.11.044
https://doi.org/10.1016/j.aca.2013.11.044
http://www.ncbi.nlm.nih.gov/pubmed/24418141
https://doi.org/10.1021/ac203434x
http://www.ncbi.nlm.nih.gov/pubmed/22390675
https://doi.org/10.1371/journal.pone.0075616
http://www.ncbi.nlm.nih.gov/pubmed/24098705
https://doi.org/10.2116/analsci.32.371
https://doi.org/10.2116/analsci.32.371
http://www.ncbi.nlm.nih.gov/pubmed/26960621
https://doi.org/10.1021/ac901071p
https://doi.org/10.1021/ac901071p
http://www.ncbi.nlm.nih.gov/pubmed/20337388
https://doi.org/10.1039/C4RA07911F
https://doi.org/10.1039/C4RA07911F
http://www.ncbi.nlm.nih.gov/pubmed/25309740
https://doi.org/10.1002/anie.200603817
https://doi.org/10.1002/anie.200603817
http://www.ncbi.nlm.nih.gov/pubmed/17211899
https://doi.org/10.1038/s41598-016-0028-x
http://www.ncbi.nlm.nih.gov/pubmed/28127051
https://doi.org/10.1039/c7lc00013h
http://www.ncbi.nlm.nih.gov/pubmed/28632278
https://doi.org/10.1371/journal.pone.0031432
http://www.ncbi.nlm.nih.gov/pubmed/22384022
https://doi.org/10.1371/journal.pone.0243712


13. Connelly JT, Rolland JP, Whitesides GM. “Paper machine” for molecular diagnostics. Analytical chem-

istry. 2015 Aug 4; 87(15):7595–601. https://doi.org/10.1021/acs.analchem.5b00411 PMID: 26104869

14. Reboud J., Xu G., Garrett A., Adriko M., Yang Z., Tukahebwa E.M., et al. 2019. based microfluidics for DNA

diagnostics of malaria in low resource underserved rural communities. Proceedings of the National Acad-

emy of Sciences, 116(11), pp.4834–4842. https://doi.org/10.1073/pnas.1812296116 PMID: 30782834

15. Tang R, Yang H, Gong Y, You M, Liu Z, Choi JR, et al. A fully disposable and integrated paper-based

device for nucleic acid extraction, amplification and detection. Lab on a Chip. 2017; 17(7):1270–9.

https://doi.org/10.1039/c6lc01586g PMID: 28271104

16. Priye A, Bird SW, Light YK, Ball CS, Negrete OA, Meagher RJ. A smartphone-based diagnostic plat-

form for rapid detection of Zika, chikungunya, and dengue viruses. Scientific reports. 2017 Mar 20; 7

(1):1–1. https://doi.org/10.1038/s41598-016-0028-x PMID: 28127051

17. Fowler VL, Armson B, Gonzales JL, Wise EL, Howson EL, Vincent-Mistiaen Z, et al. A reverse-tran-

scription loop-mediated isothermal amplification (RT-LAMP) assay for the rapid detection of SARS-

CoV-2 within nasopharyngeal and oropharyngeal swabs at Hampshire Hospitals NHS Foundation

Trust. medRxiv. 2020 Jan 1.

18. Yu L, Wu S, Hao X, Li X, Liu X, Ye S, et al. Rapid colorimetric detection of COVID-19 coronavirus using

a reverse tran-scriptional loop-mediated isothermal amplification (RT-LAMP) diagnostic plat-form:

iLACO. medRxiv. 2020 Jan 1.

19. Lamb LE, Bartolone SN, Ward E, Chancellor MB. Rapid Detection of Novel Coronavirus (COVID19) by

Reverse Transcription-Loop-Mediated Isothermal Amplification. Available at SSRN 3539654. 2020 Feb 14.

20. Bhadra S, Riedel TE, Lakhotia S, Tran ND, Ellington AD. High-surety isothermal amplification and

detection of SARS-CoV-2, including with crude enzymes. bioRxiv. 2020 Jan 1.

21. Rabe BA, Cepko C. SARS-CoV-2 Detection Using an Isothermal Amplification Reaction and a Rapid.

Inexpensive Protocol for Sample Inactivation and Purification. medRxiv. 2020; 23:2020.

22. Notomi T, Okayama H, Masubuchi H, Yonekawa T, Watanabe K, Amino N, et al. Loop-mediated iso-

thermal amplification of DNA. Nucleic acids research. 2000 Jun 15; 28(12):e63-. https://doi.org/10.

1093/nar/28.12.e63 PMID: 10871386

23. Xu G, Nolder D, Reboud J, Oguike MC, van Schalkwyk DA, Sutherland CJ, et al. Paper-Origami-Based

Multiplexed Malaria Diagnostics from Whole Blood. Angewandte Chemie. 2016 Dec 5; 128(49):15476–

9. https://doi.org/10.1002/anie.201606060 PMID: 27554333

24. Carter C, Akrami K, Hall D, Smith D, Aronoff-Spencer E. Lyophilized visually readable loop-mediated

isothermal reverse transcriptase nucleic acid amplification test for detection Ebola Zaire RNA. Journal

of virological methods. 2017 Jun 1; 244:32–8. https://doi.org/10.1016/j.jviromet.2017.02.013 PMID:

28242293

25. OptiGene. LAMP user guide mastermixes and assay optimisation. Horsham, West Sussex, UK, 1.0 edi-

tion, 2017.

26. WHO Coronavirus disease COVID-19 technical guidance: Laboratory testing for 2019-nCoV in

humans, available from https://www.who.int/publications/i/item/10665-331501

27. World Health Organization. Protocol: real-time RT-PCR assays for the detection of SARS-CoV-2, Insti-

tut Pasteur, Paris. World Health Organization, Geneva. Available via https://www. who. int/docs/

default-source/coronaviruse/real-time-rt-pcr-assays-for-the-detection-of-sars-cov-2-institut-pasteur-

paris. pdf. 2020.

28. Boom RC, Sol CJ, Salimans MM, Jansen CL, Wertheim-van Dillen PM, Van der Noordaa JP. Rapid and

simple method for purification of nucleic acids. Journal of clinical microbiology. 1990 Mar 1; 28(3):495–

503. https://doi.org/10.1128/JCM.28.3.495-503.1990 PMID: 1691208

29. McFall SM, Wagner RL, Jangam SR, Yamada DH, Hardie D, Kelso DM. A simple and rapid DNA extrac-

tion method from whole blood for highly sensitive detection and quantitation of HIV-1 proviral DNA by

real-time PCR. Journal of virological methods. 2015 Mar 15; 214:37–42. https://doi.org/10.1016/j.

jviromet.2015.01.005 PMID: 25681524

30. Govindarajan AV, Ramachandran S, Vigil GD, Yager P, Böhringer KF. A low cost point-of-care viscous
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