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RESEARCH ARTICLE
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Abstract

Background

Transmission of dengue virus (DENV) from humans to mosquitoes represents a critical

component of dengue epidemiology. Examinations of this process have generally been

hampered by a lack of methods that adequately represent natural acquisition of DENV by

mosquitoes from humans. In this study, we assessed artificial and natural blood feeding

methods based on rates of DENV infection and dissemination within mosquitoes for use in a

field-based epidemiological cohort study in Iquitos, Peru.

Methodology/Principal findings

Our study was implemented, stepwise, between 2011 and 2015. Participants who were 5

years and older with 5 or fewer days of fever were enrolled from ongoing clinic- and neigh-

borhood-based studies on dengue in Iquitos. Wild type, laboratory-reared Aedes aegypti

were fed directly on febrile individuals or on blood collected from participants that was either

untreated or treated with EDTA. Mosquitoes were tested after approximately 14 days of

extrinsic incubation for DENV infection and dissemination. A total of 58 participants, with

viremias ranging from 1.3 × 102 to 2.9 × 106 focus-forming units per mL of serum, partici-

pated in one or more feeding methods. DENV infection and dissemination rates were not

significantly different following direct and indirect-EDTA feeding; however, they were
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significantly lower for mosquitoes that fed indirectly on blood with no additive. Relative to

direct feeding, infection rates showed greater variation following indirect-EDTA than indi-

rect-no additive feeding. Dissemination rates were similar across all feeding methods. No

differences were detected in DENV infection or dissemination rates in mosquitoes fed

directly on participants with different dengue illness severity.

Conclusions/Significance

Our study demonstrates the feasibility of using direct and indirect feeding methods for field-

based studies on vector competence. Direct mosquito feeding is preferable in terms of logis-

tical ease, biosecurity, and reliability.

Author summary

In the context of ongoing clinic- and field-based epidemiological studies on dengue virus

(DENV), we compared methods of feeding mosquitoes on blood from naturally infected

humans. Participants chose to participate in direct (uninfected mosquitoes applied

directly to skin) and/or indirect (uninfected mosquitoes fed on a membrane feeder in the

laboratory with blood drawn from a participant) methods. Overall, rates of DENV infec-

tion and dissemination were lower in mosquitoes fed indirectly on blood with no additive

than in mosquitoes fed directly on a participant. Rates of DENV infection and dissemina-

tion were similar between mosquitoes fed directly and indirectly when anticoagulant

(EDTA) was added. The indirect-EDTA method resulted in more variable infection rates

than the direct method. Our results demonstrate the feasibility of using either direct or

indirect feeding methods to study DENV-human infectiousness to mosquito vectors. In

our experience, however, direct feeding is preferable to indirect feeding in terms of logisti-

cal ease, biosecurity, and reliability.

Introduction

Mosquito-borne viruses are widespread and increasingly important to public health. Since

2013, two of these viruses, chikungunya and Zika viruses, have expanded into the Western

hemisphere and been associated with a wider range of pathologies than previously recognized,

greatly increasing their public health impact[1, 2]. These viruses have now been reported in

Africa, Asia, and the Americas, with small-scale outbreaks of chikungunya in Europe. Dengue

virus (DENV) remains the most prevalent of the mosquito-borne viruses, with patterns of dis-

ease varying geographically based on the co-circulation of serotypes 1–4, different virus geno-

types, human population growth and migration, including urbanization [3], and geographic

expansion of mosquito vectors [4]. Understanding the epidemiology of mosquito-borne

viruses is complicated by the need to quantify virus transmission between humans and mos-

quitoes. While infections in humans have been extensively studied in clinic- and community-

based studies, examining natural transmission of DENV from humans to mosquitoes and the

potential for mosquitoes that feed on DENV-infected people to contribute to onward trans-

mission has faced challenges related to methods and perceived acceptability [5].

Methodologically, examinations of the infectiousness of virus to mosquitoes have had

important experimental constraints that limit extrapolation to natural human-to-mosquito
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transmission. Experimental methods commonly used to orally infect mosquitoes in laboratory

settings can directly impact virus-vector interactions in at least three ways: (i) passage in cell cul-

ture can select for virus mutations that are not maintained in nature [6], changing the ability of a

virus to infect or replicate in a mosquito [7]; (ii) defibrinated blood used in artificial blood meals

can alter the distribution of virus in the mosquito midgut and result in a systematic underestima-

tion of infection rates in exposed mosquitoes [8]; and (iii) mosquitoes used in experimental infec-

tions, often derived from colonies that are many generations removed from field populations, are

inbred and may not represent wild mosquito phenotypes and their susceptibility to viruses [9].

Results from these studies indicate varying thresholds of infection for DENV passaged in cell cul-

ture in artificially infected, laboratory-colonized mosquitoes, and how these thresholds relate to

natural human-to-mosquito transmission are only beginning to be understood.

There have been a few notable exceptions to these traditional methods. In their classic den-

gue studies, Siler et al. [10, 11] and Simmons et al. [12] demonstrated, through human-to-mos-

quito-to-human DENV transmission experiments, an intrinsic (human host) incubation

period of the virus that generally ranged from 4.5–7 days. Viremia was first detectable 6–18

hours before onset of fever and typically lasted 4–5 days, but could last as long as 12 days. Col-

lectively, people were infectious to mosquitoes from 2 days before to 2 days after the onset of

symptoms. Ae. aegypti that fed on viremic people were able to transmit virus by bite to a sec-

ond person after�11 days of extrinsic (mosquito host) incubation [13, 14]. Later, in 1978,

Gubler et al. [15] examined transmission of DENV from humans to mosquitoes by allowing

laboratory-reared mosquitoes to feed on the arms of dengue patients in Tonga. With only one

participant transmitting to four of ten mosquitoes, it is difficult to draw concrete conclusions

from that study. Each of these early experiments was limited to people with clinically apparent

DENV infections; i.e., people that sought treatment at a clinic or hospital.

Three recent studies expanded on these findings, examining the infectiousness of humans

naturally infected with DENV. In 2013, Nguyen et al. [16] determined rates of infection and

dissemination of the four DENV serotypes in Ae. aegypti fed on participants in a hospital set-

ting in Vietnam. They confirmed the importance of viremia levels (measured in cDNA copies

of DENV RNA) to human-to-mosquito transmission and found that an increase in both the

IgM titer and day of illness were associated with reduced potential for transmission indepen-

dently of viremia. In 2016, Tan et al. [17] found that, for 25 participants naturally infected pri-

marily with DENV-1, more mosquitoes were infected (midgut and salivary glands) after

imbibing blood from people with higher viremias (measured in viral RNA copies) and infec-

tion rates of mosquitoes exposed to ethylenediaminetetraacetic acid (EDTA, an anticoagu-

lant)-supplemented blood delivered through an artificial feeding system was similar to that of

mosquitoes fed directly on a viremic person. In both studies, all participants were symptomatic

(clinic-captured) cases of dengue.

A third study was carried out in Cambodia, with mosquitoes fed directly on DENV viremic

people and neighbors of index cases [18]. DENV-infected participants with no detectable

symptoms (i.e., asymptomatic) and those captured before the display of symptoms (i.e., pre-

symptomatic) were capable of infecting mosquitoes through direct and indirect exposure and

were more infectious than symptomatic participants at the same level of viremia. Similar to the

two other recent studies, viremias in this study were measured in cDNA copies of DENV

RNA. Extending the methods applied in these studies to explore a broader range of clinical

and virological parameters—specifically to include participants with mild or no apparent dis-

ease, as in Duong et al., and to quantify viremias using an infectious virus assay—would add

important new insights to the study of dengue epidemiology.

The objectives of this study were to (1) compare measures of DENV infection and dissemi-

nation in mosquitoes fed directly on humans to those fed on blood collected from the same

Feasibility of feeding Aedes aegypti mosquitoes

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0007116 February 12, 2019 3 / 19

https://doi.org/10.1371/journal.pntd.0007116


study participants (blood was untreated and/or EDTA-treated prior to mosquito exposure);

(2) correlate these results to measures of infectious DENV particles in blood; (3) obtain prelim-

inary data on the ability of DENV from people with mild or inapparent disease to infect and

disseminate within mosquitoes; and (4) optimize enrollment and feeding methods through

incremental implementation of a study protocol. A companion report [5] describes human

acceptability of direct mosquito feeding based on focus group interviews.

Materials and methods

Ethics considerations and participant consent

The study protocol was approved by the US Naval Medical Research Unit No. 6 (NAMRU-6)

Institutional Review Board (IRB) (protocol #NAMRU6.2011.0002), which includes Peruvian

representation and operates in compliance with all US and Peruvian regulations governing the

protection of human subjects. IRB relying agreements were established between NAMRU-6,

the University of California, Davis, and the Pasteur Institute. The protocol was reviewed and

approved by the Loreto Regional Health Department, which oversees health research in Iqui-

tos. Below, we describe the evolution of our study protocol over time and in response to our

observations and recommendations of the NAMRU-6 IRB and Loreto Regional Health

Department.

Participant population

Participants were enrolled from ongoing clinic-based passive and community-based active

febrile surveillance studies in the Amazonian city of Iquitos, Peru, an urban center of approxi-

mately 400,000 inhabitants where DENV is endemic. Detailed descriptions of the city, its

Aedes aegypti population, and local DENV transmission are published elsewhere [19–27]. Par-

ticipants were enrolled between September 2012 and December 2014, when Asian-American

DENV-2 was the predominant genotype/serotype in circulation [28]. Below is a summary of

each of the parent studies from which participants were recruited.

Clinic-based febrile surveillance study. Iquitos residents aged 5 years and older who pre-

sented at one of two Ministry of Health hospitals or seven health centers with acute, undiffer-

entiated fever (� 38˚C or reported use of antipyretics) for 5 days or less were included in this

surveillance study [27, 29]. A study nurse introduced the mosquito feeding study at the time of

enrollment in the surveillance study and asked if the enrollee was willing to participate in this

additional study if they were found to be positive for DENV infection.

Community-based cohort studies. Approximately 1,600 households representing

approximately 10,000 Iquitos residents were visited 3 times per week for fever surveillance as

part of an NIH-sponsored cohort study that began in 2007 [26, 31–34] and a Bill & Melinda

Gates Foundation lethal ovitrap trial that began in July 2011. If fever was reported, the affected

person was invited to provide acute and convalescent blood samples for dengue diagnosis. As

with the clinic-based study, individuals were asked about their willingness to participate in the

mosquito feeding study if they tested positive for DENV infection.

Contact cluster study. As part of an NIH-sponsored study that began in 2008, our team

has carried out many contact cluster investigations [26, 35]. Participants diagnosed with

DENV infection were interviewed to determine locations they had visited in the previous 15

days. Residential sites identified were visited, and all residents 5 years and older were invited

to provide blood samples for DENV screening by real-time RT-PCR, facilitating the identifica-

tion of asymptomatic or pre-symptomatic DENV-infected individuals [26]. As above, partici-

pants testing positive for DENV infection were asked about their willingness to participate in

mosquito feeding experiments.
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Participant enrollment

DENV-positive participants were visited by a study physician, a physical examination was per-

formed, and an invitation to participate in this study (with a video presentation of procedures,

see supplementary S1 Video) was offered [5]. As soon as possible, participants were trans-

ported to the NAMRU-6 Iquitos laboratory facility, where informed consent was completed,

and an additional blood sample was obtained immediately prior to mosquito feeding to deter-

mine the DENV titer in blood at the time of direct and indirect feeding procedures. Written

informed consent was provided by all adult participants and parent/guardian consents were

obtained for all participants under the age of 18. Children aged 8–17 years provided written

assent.

In order to develop and assess mosquito feeding methods, the study was conducted in five

phases, based on consultation and review by the NAMRU-6 IRB and Loreto Regional Health

Department (see Fig 1, flow chart). Through March 2013, participants provided consent before

they were determined DENV infected and then were discontinued from the study if they tested

negative for DENV. After March 2013, the study was described to participants to gauge inter-

est, but only DENV-positive individuals were asked for consent to participate. Before Novem-

ber 2013 participants were offered direct and indirect-no additive feeding option; after this

date, all participants were offered direct, indirect-no additive, and indirect-EDTA. All partici-

pants enrolled in this study were monitored by a physician for the five days following enroll-

ment into the parent study or until symptoms resolved. Two DENV-positive participants

reported no symptoms at enrollment or in the follow-up days and were considered asymptom-

atic. Although no participants were hospitalized at the time of enrollment, the full range of ill-

ness (from asymptomatic participants to those hospitalized with warning signs) was observed

during the follow-up period.

Clinical monitoring and disease severity scoring

All participants who agreed to the mosquito feeding protocol were evaluated clinically by a

nurse technician and project physician. A total of 37 signs and symptoms were recorded for

these participants. On the day of enrollment, a participant was asked to recount his/her symp-

toms on each day since illness began. All symptoms were recorded daily by the project physi-

cian, starting with the day of presentation and ending when either all symptoms had

disappeared or on day 5 of follow-up if no symptoms were reported. Two scores were calcu-

lated: symptom-days and symptom-count. Symptom-days (the number of days participants

presented with that symptom during the course of their illness) were summed across all

reported symptoms. The symptom-count was a count (+/−) of each disease manifestation

(clinical sign or symptom) over the course of illness. For example, for a participant that had 3

days of fever, 4 days of headache, and 1 day of joint pain, their total symptom-days would be 8

and their symptom-count would be 3. We developed a severity score from 0 to 4 using a com-

bination of symptom-days, symptom-count, and hospitalization status, with the following

symptoms: bruising, abdominal pain, ecchymosis, hematemesis, blood in stools, bleeding

gums, hematuria, hepatomegaly, and splenomegaly. For example, if the participant in the

example above had 2 days of abdominal pain and 1 day of bleeding gums, the severe symp-

tom-day score of 3 (severe symptom-count = 2) and overall symptom-day and symptom-

count scores would increase to 11 and 5, respectively.

A severity score of 0 was assigned to the two participants who reported no symptoms on

the day of clinical evaluation and had a symptom-day score < 5. After scoring, a group associ-

ated with very mild illness was found to be distinct from the rest of the participants with more

severe illness. This group had a symptom-day score< 40, symptom-count score < 13, and
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Fig 1. Summary of inclusion criteria for study from initial IRB approval in May 2011 through the end of study in 2015. �During Phase III,

written consent was obtained after a DENV+ diagnosis was confirmed, in contrast to Phase I–II, when written consent was obtained prior to

diagnosis. In Phase III–IV, participants were asked if they would be willing to feed mosquitoes if they were diagnosed as DENV+. After March 2013,

written consent was only required if a participant was DENV+. Here, we note the total number of individuals who agreed to participate in mosquito

feeding if they tested DENV+.

https://doi.org/10.1371/journal.pntd.0007116.g001
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severe symptom count = 0. The remaining participants had severe symptom-counts > 0,

symptom-day scores ranging 40–115, and symptom-count scores> 13 (with severity scores of

2 or 3). The highest severity score of 4 was assigned to participants who were hospitalized after

participation in mosquito feeds. Most participants continued to be followed while they were

hospitalized, and, with the exception of one participant who was hospitalized for hypotension,

hospital stays were 2–5 days in duration. All hospitalized participants received close monitor-

ing and fluid treatment. For the development of statistical models (see below), we compared

infected mosquitoes that fed on individuals with mild disease (severity score = 1) vs. individu-

als with more severe illness (i.e., those with clear dengue symptoms, severity scores of 2–4).

Screening of blood samples for DENV

Whole blood, obtained in Vacutainer tubes containing EDTA, was screened for DENV by two

methods. In order to begin study procedures as soon as possible, acute-phase whole blood

sample from febrile participants were tested using an NS1 antigen rapid test cassette (NS1 SD

Bioline Dengue Duo cassette, SD Diagnostics) according to the manufacturer’s protocol, when

the test was available (53 or 58 participants). If a sample tested positive for NS1 antigen, the

participant could proceed to mosquito feeding procedures. For a definitive diagnosis of DENV

infection, however, serum was separated from whole blood, and all sera were tested by a con-

ventional reverse-transcription hemi-nested polymerase chain reaction (conventional

RT-PCR) [36] prior to July 2012, and by real-time reverse-transcription polymerase chain

reaction (real-time RT-PCR) [37] after July 2012. When the rapid test was unavailable (5 of 58

participants), the sample proceeded directly to RT-PCR testing as described above.

Mosquito rearing and testing of parental stock

An F2 generation of Ae. aegypti was used for experimental feeding procedures. This generation

was obtained in three stages. Wild-type female Ae. aegypti adults, obtained through natural

oviposition in buckets left in several locations throughout Iquitos and reared to adulthood in

an insectary, were fed non-infectious blood meals (chicken blood) through an artificial mem-

brane. Chicken blood was obtained from a local butcher, where blood was available for sale.

Resulting F1 eggs were hatched in batches of 800 mosquitoes. Adult females were tested for

DENV by conventional RT-PCR. No chikungunya or Zika virus transmission was reported

during the study. Larvae were reared to adulthood and provided blood meals through a mem-

brane to obtain F2 eggs that were hatched and reared in batches of 2,000 for 4–11 days post-

eclosion each week for experimental feeding.

Mosquito feeding and testing of engorged mosquitoes

After blood was drawn, two one-pint containers containing up to 25 lab-reared mosquitoes

each were placed on the forearms or calves of participants (based on their choice) for approxi-

mately 10 minutes. Blood drawn from the participant was immediately transported to a secure

infection room in our insectary, where blood collected in either untreated or EDTA-treated

Vacutainer tubes was introduced into glass feeders that were maintained at 38˚C with a circu-

lating water bath for exposure to mosquitoes. All mosquitoes used in feeding experiments

were 3–5 days old. The remaining sample was transported on ice to the virology laboratory for

serum separation and storage at −80˚C for subsequent testing. Mosquitoes were maintained

under controlled environmental conditions: relative humidity of 70–80% and temperature of

approximately 27–28˚C. Unfed mosquitoes were maintained in a virus-free room, and blood-

fed and potentially DENV-infected mosquitoes were secured in containers in a separate room
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of the insectary for an incubation period of 13–15 days. Mosquitoes were harvested at the end

of this period, and bodies and heads were separated for testing by conventional RT-PCR [34].

Fluorescent focus assay (FFA)

The dose of infectious DENV in human blood was estimated by FFA for serum in 8-well

chambered slides. The assay was later modified to a 96-well sample format as described previ-

ously [38]. Briefly, C6/36 cells were seeded in a 96-well plate and grown overnight. The culture

medium was removed, and 40 μL of sample were added to each well. After 1 hour, cells were

overlaid with a 1:1 mix of cell culture medium (Eagle’s-Minimum essential medium, 0.1% pen-

icillin [10,000 U/mL] / streptomycin [10,000 μg/mL], 1× non-essential amino acids, and 10%

fetal bovine serum) and carboxyl methylcellulose, and incubated for 5 days at 28˚C. Cells were

fixed with 3.7% formaldehyde at room temperature (20–25˚C) for 20 min and washed three

times with phosphate-buffered saline (PBS). After a first incubation of 30 min at room temper-

ature with 0.3% Triton X-100 in PBS, cells were washed three times in PBS and incubated for 1

hour at 37˚C with monoclonal anti-DENV complex D3-2H2-9-21 antibody (produced in-

house, NAMRU-6) at 1:50 dilution in 1× PBS and 1% bovine serum albumin (BSA). After

another three washes in PBS, cells were incubated at 37˚C for 30 min with secondary antibody

conjugated with FITC (goat anti-mouse IgG [whole molecule]-FITC antibody, Sigma) 1:100

dilution in PBS and 1% BSA. After three final washes in PBS, infectious foci were counted

under a fluorescent microscope and converted to focus-forming units/mL (FFU/mL).

Statistical analysis

Statistical analyses were carried out separately for feeding (engorgement), survival, infection,

and dissemination rates. Analyses of feeding and 14-d survival rates included all 58 study par-

ticipants, whereas analyses of DENV infection and dissemination included all study partici-

pants who had detectable viremia on the day of the mosquito feeding experiment and/or who

infected at least one mosquito. Nine of the 58 participants enrolled in the study were excluded

from the statistical analyses because they had undetectable viremias or samples were not avail-

able from the day of mosquito feeding, with no mosquito that became infected after feeding on

that participant’s blood. Statistical analyses of DENV infection and dissemination included

2,120 individual mosquitoes that were each exposed to the blood of one of 49 study partici-

pants. The proportion of mosquitoes that had become infected (i.e., body-positive females)

and the proportion of infected mosquitoes that had developed a disseminated infection (i.e.,

head-positive females) were analyzed with a generalized linear mixed model (GLMM) that

included the random effect of the participant and marginal fixed effects of gender, age, NS1

test result, day post-onset of symptoms, severity of illness, experimental treatment (direct,

indirect-no additive, indirect-EDTA), age, and viremia level as covariates. The GLMM was

based on a logit link function and binomial error distribution. Detectable plasma viremia levels

were log10-transformed prior to analysis. Full models were reduced to minimal adequate mod-

els by backward elimination of non-significant terms in a stepwise fashion. Dose-response

curves were derived from the logistic regression coefficients. All analyses were performed in

the statistical environment R v3.2 [39].

Results

Participant characteristics

A total of 197 people consented to directly feed mosquitoes if they subsequently tested positive

for DENV, representing about 70% of all febrile individuals invited to participate between
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May 2011 and June 2015. Of the 58 participants that tested DENV positive and consented to

participate in the study (Tables 1 and S1), 53 completed direct mosquito feeding (93.4%) and

also provided a blood sample (51 without additive and 34 with EDTA). All infections were

with the Asian/American DENV-2 genotype. Only five (8.6%) individuals chose not to directly

feed mosquitoes, but blood with and without additive was collected from two of those partici-

pants. Sixty-four percent of the participants were male. Ages ranged from 10 to 73 years, with

19 participants under the age of 18 years (32.7%). Most of the feeds were carried out on day 2

(18 of 58, 31.0%) or day 3 of symptoms (22 of 58, 37.9%). Eleven (19.0%) participants were

sampled on day 4 and 4 (6.9%) on day 5. Only one participant (1.7%) fed mosquitoes on day 1

of symptoms, and two individuals (3.4%) were asymptomatic at the time they fed mosquitoes.

Clinical presentation ranged from asymptomatic to reporting warning signs that led to hos-

pitalization. Thirteen participants received a severity score of 1; these individuals were ambula-

tory and had a significantly shorter disease duration than the remaining participants. Of other

participants, 17, 14, and 12 received severity scores of 2, 3, and 4 (hospitalized), respectively.

Viremias

Detectable viremias ranged from 1.3 × 102 to 2.9 × 106 FFU/mL. Viremias were not detectable

by FFA in 22 participants; yet, of these, 14 participants infected mosquitoes through at least

one method (Table 2). Of 18 participants who directly fed mosquitoes but did not have detect-

able FFA titers, eight (44%) infected mosquitoes, with feedings on four (50%) of these partici-

pants resulting in disseminated mosquito infections. Of blood samples without additive, 20

subjects who did not have detectable FFA titers, six (30%) infected mosquitoes. Indirect feed-

ing on the blood of four (67%) of these resulted in virus dissemination to mosquito heads. Of

blood samples with EDTA from 14 subjects who did not have detectable FFA titers, seven

(50%) infected mosquitoes, and feeding on three of these led to disseminated infections (43%).

Comparison of direct and indirect feeding methods

Feeding efficiency and mosquito survival. Mosquito feeding rates were highly variable

regardless of method, but, on average, the percentage of mosquitoes that fed to repletion was

significantly higher with direct blood feeding than with artificial feeding on blood either with

no additive or with EDTA (Table 1, OR = 3.9, 95% CI 3.5–4.3, p< 0.0001). Engorgement of

mosquitoes that were indirectly fed on blood with no additive was more frequent than that of

mosquitoes fed on blood with EDTA (OR = 1.3, 95% CI 1.1–1.5, p< 0.0001). Mosquitoes that

fed to repletion on blood from 57 of 58 participants survived the 13–15-day incubation period.

For one participant, no engorged mosquito survived for analysis. Survival rates at harvest (13–

15 days) ranged from 63.5 to 71.2% and were significantly higher for mosquitoes that fed indi-

rectly on blood without additive than for those that fed indirectly on blood with EDTA

(OR = 1.4, 95% CI = 1.1–1.7, p = 0015) or that fed directly on participants (OR = 1.2, 95%

CI = 1.0–1.4, p = 0.0015, Table 1).

DENV infection in mosquito bodies. The proportion of surviving-mosquito bodies that

tested positive for DENV by conventional RT-PCR varied widely by study participant (S1

Table, S1 Text). Of the participants who had detectable serum viremias at the time of mosquito

feeding, 70–88%, depending on the feeding method, infected at least one mosquito (Table 2).

Using marginal logistic regression based on a GLMM that included a random participant

effect and fixed effects for covariates, the covariates participant age, viremia level, and feeding

method (direct, indirect-no additive or indirect-EDTA) were significant predictors of DENV

infection in mosquitoes. Indirect feeding on blood without additive was significantly less infec-

tious than either direct feeding or indirect feeding on blood with EDTA (OR = 0.20, 95% CI
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0.15–0.27, p < 0.0001, Fig 2A). Although there was no significant difference (OR = 0.87, 95%

CI = 0.60–1.25, p = 0.45, Fig 2A) in overall infectiousness between direct blood feeding and

indirect feeding on blood with EDTA, the two methods were not equivalent based on a

weighted correlation between infection rates (Fig 3). Infection rates following direct and indi-

rect-EDTA blood feeding were poorly correlated (R2 = 0.16, p = 0.0195) due to significant

deviations from the regression line (Fig 4). Conversely, despite the overall lower infectiousness

of indirect-no additive feeding relative to direct feeding from the same person (Fig 2), the two

methods were more strongly correlated (R2 = 0.48, p< 0.0001) because deviations from the

regression line were smaller (Fig 4). Infectiousness of blood to mosquitoes decreased slightly

with age of the participant, and male participants were marginally more infectious to mosqui-

toes than females (OR = 4.01, 95% CI = 1.14–14.2, p = 0.0309).

DENV dissemination to mosquito heads. Dissemination of DENV to mosquito heads

also ranged widely by participant (S1 Table). Disseminated infections were observed, however,

in mosquitoes fed on 64–75% of the subjects who successfully infected mosquitoes. Although

differences by method among dissemination rates following feeding were less apparent than

those of infection rates, similar trends were observed between the two. Indirect feeding on

blood without additive resulted in significantly lower dissemination rates than direct or indi-

rect-EDTA feeding (OR = 0.52, 95% CI = 0.31–0.90, p = 0.02, Fig 2B). As with infection rates,

there was no significant difference (OR = 1.09, 95% CI = 0.54–2.28, p = 0.78, Fig 2B) in dissem-

ination rates between direct blood feeding and indirect feeding on blood with EDTA. In

Table 1. Summary of results from mosquito feeding experiments with 58 subjects, including mosquito feeding rates (number engorged of total exposed) and

14-day survival rates of engorged mosquitoes. N represents the number of subjects with data available.

Engorged

(of all mosquitoes exposed to blood)

Survival

(of mosquitoes fed to repletion)

Method N Mean (range) SD N Mean (range) SD

Direct 53 75% (32–100%) 18% 53 66% (19–100%) 22%

Indirect

Without additive 56 44% (6–96%) 21% 56 71% (6–96%) 23%

With EDTA 36 39% (0–92%) 22% 34 64% (0–100%) 24%

https://doi.org/10.1371/journal.pntd.0007116.t001

Table 2. Summary of participants whose blood successfully infected mosquitoes and contributed to disseminated DENV infections, as determined by direct and

indirect feeding on blood with detectable and undetectable serum viremias.

Method Serum titer No. participants that contributed to

Infection of mosquito bodies Disseminated infections in mosquitoes

Direct Detectable 28/32a (88%)b 21/28 (75%)

Undetectable 8/18 (44%) 4/4 (50%)

Not tested 1/3 (33%) 1/1 (100%)

Indirect

Without additive Detectable 28/33 (85%) 18/27 (64%)�

Undetectable 6/20 (30%) 4/6 (67%)

Not tested 2/3 (67%) 1/1 (50%)

With EDTA Detectable 14/20 (70%) 9/14 (64%)

Undetectable 7/14 (50%) 3/7 (43%)

�1 head was not tested
aRatios presented are the number of participants that contributed virus to infected mosquitoes over the number participants that completed that feeding method.
bNumbers in parentheses indicate the percentage of all mosquito bodies tested that were determined positive for either infection or dissemination.

https://doi.org/10.1371/journal.pntd.0007116.t002
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mosquitoes with a detectable infection, however, the rates of virus dissemination were highly

correlated (EDTA vs. direct: R2 = 0.85, p< 0.0001; no-additive vs. direct: R2 = 0.83,

p< 0.0001, Fig 4). In addition to the effect of feeding method, disease status and viremia level

had a marginally insignificant effect on dissemination rates in the final statistical model.

Fig 2. Significant predictors of mosquito DENV infection (A) and DENV dissemination in infected mosquitoes

(B). Odds ratios (ORs) and their 95% confidence intervals are shown on a log10 scale, relative to the reference level, for

statistically significant covariates. ORs were calculated from a marginal logistic regression based on a generalized linear

mixed model that included the random effect of study participants and fixed effects of covariates. Positive effects are

shown in blue, and negative effects are shown in red. Note that in panel B the covariates disease severity and viremia

level were marginally insignificant (p = 0.0552 and p = 0.0512, respectively) and therefore kept in the minimal

adequate model. Stars represent statistical significance levels: �p< 0.05; ��p< 0.01; ���p< 0.001.

https://doi.org/10.1371/journal.pntd.0007116.g002
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Fig 3. Dose-response curve of DENV infection in mosquitoes (A) and DENV dissemination in infected mosquitoes (B). The percentage of

infected mosquitoes is shown as a function of viremia expressed in focus-forming units (FFU)/mL of serum for each study participant. Red, green, and

blue symbols represent direct feeding, indirect feeding on blood with EDTA, and indirect feeding on blood without additive, respectively. The size of
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Dissemination rates tended to increase with viremia level and to be lower in mosquitoes fed

on people with more clearly apparent symptoms (Fig 2).

Discussion

Our study was designed to determine whether mosquito feeding experiments could be con-

ducted on a large scale using indirect feeding methods, because we originally considered large-

scale direct feeding experiments not feasible. Results from the present study, a study by

Nguyen et al. [16], who carried out over 400 direct mosquito feeds on hospitalized patients,

and a study by Duong et al. [18], who carried out direct feeds on individuals not showing

symptoms at the time of feeding, demonstrate the high acceptability of direct Ae. aegypti feed-

ing by human volunteers. In our study, of the 53 participants who fed mosquitoes directly,

only two reacted significantly, e.g., welts and itching, to the mosquito bites. Tan et al. [17],

who compared direct feeding with membrane feeding on blood collected in EDTA tubes from

suspected dengue cases, encountered only one of 26 participants who asked to stop direct feed-

ing due to discomfort. Focus group discussions in Iquitos [5] reinforce the notion that direct

feeds are acceptable and often preferable to venipuncture by study volunteers in Iquitos. Over-

all, our study demonstrates the feasibility of using direct and indirect feeding methods for

field-based studies on vector competence, extrinsic incubation period, or novel vector control

strategies, including vector modification to interfere with virus transmission [40]. Although

no single study can demonstrate the feasibility in all contexts, results of this study add to an

understanding that, at least in certain contexts, direct feeding is feasible and perhaps preferable

to laboratory-based feeding on collected blood samples.

We concluded that direct feeding methods should be used when logistically possible and

culturally acceptable, because our results show that neither of the two indirect feeding methods

perfectly captured participants’ infectiousness, as determined by direct mosquito feeding. On

one hand, infection rates in mosquitoes fed indirectly on blood with EDTA were not signifi-

cantly different overall from infection rates in mosquitoes that fed directly on the blood of the

same participants, but the two methods were poorly correlated due to substantial inconsisten-

cies at the participant level. On the other hand, rates of infection in mosquitoes fed indirectly

on blood without additive correlated more strongly with infection rates in mosquitoes fed

directly on the same participants, but infectiousness was significantly lower overall for the

indirect method without additive. These findings contrast with those of Tan et al. [17], who

observed a strong correlation (R2 = 0.89) between midgut infection rates in directly fed and

EDTA blood-fed mosquitoes. We observed a significantly weaker correlation between rates

with these two methods (R2 = 0.16). This may be in part due to our use of F2 mosquitoes vs. a

laboratory strain or on the use of mosquitoes collected in Singapore vs. Peru. In addition, we

measured serum viremia levels using an infectious assay (FFA) in contrast to the real-time

RT-PCR assay used by Tan et al. [17]. Once infected, mosquitoes fed using any one of the

three methods showed similar rates of virus dissemination. Furthermore, dissemination rates

were highly correlated between the feeding methods, consistent with the findings of Tan et al.

(14). After feeding method, viremia level was the most important predictor of infection and

dissemination.

Our results indicate that infection is possible at DENV titers that were undetectable by our

FFA. The theoretical limit of detection of our FFA is 2.5 x 101 FFU/mL and this was consistent

with the lowest detected titer of 1.3 × 102 FFU/mL. Twenty-two of the participants in our

each dot is proportional to the number of mosquitoes tested per participant. Curves are logistic regressions of the data, excluding data for participants

with undetectable viremias.

https://doi.org/10.1371/journal.pntd.0007116.g003
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Fig 4. Correlations in the percentages of mosquitoes showing DENV infection (A) and dissemination (B) following direct and

indirect feeding. Each dot represents the percentage of mosquitoes infected with DENV by direct feeding versus an indirect feeding on

the same study participant. Blue dots represent direct feeding versus indirect feeding on blood without additive (infection: R2 = 0.48,

p< 0.0001; dissemination: R2 = 0.83, p< 0.0001). Red dots represent direct feeding versus indirect feeding on blood with EDTA

(infection: R2 = 0.16, p = 0.0195; dissemination: R2 = 0.85, p< 0.0001). The size of each dot is proportional to the total number of

mosquitoes tested following feeding by the paired methods. The lines represent weighted linear regressions.

https://doi.org/10.1371/journal.pntd.0007116.g004
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study did not have detectable titers of DENV at the time they fed mosquitoes or provided

blood samples for feeding. This indicates that the FFA titer in venous blood might be an

underestimation of capillary/veinual blood viremia. Based on the assumption that a mosquito

imbibes about 2 μl of capillary blood, the minimum viremia is 5 x 102 FFU/mL for a 2-μl blood

meal to contain at least 1 FFU. According to this calculation, the minimal mosquito infectious

dose (5 x 102 FFU/mL) should always be detectable by FFA (limit of detection: 2.5 x 101 FFU/

mL). Our observations support the hypothesis that freshly engorged mosquitoes (containing

capillary blood) might be more relevant to estimate viremia than venous blood in infectious-

ness studies.

Based on our results, indirect feeding methods did not fully replicate direct feedings to pro-

vide information on the potential for DENV transmission from humans to mosquitoes. In our

experience, and those of prior researchers, direct mosquito feeding appears to be superior in

terms of logistical ease, biosecurity, and efficiency. Which of the two indirect methods is pref-

erable is not certain, but indirect feeding with EDTA is the more logistically feasible approach

and results in similar (although variable) infection rates compared to that from direct feeding.

Based on information from focus groups [5], transport of mosquitoes in secure netted contain-

ers in fitted boxes to participant homes can enhance participation in the feeding protocol,

compared to mosquito feeding in the laboratory. Direct feeding experiments are now con-

ducted in participants homes in an ongoing protocol being carried out by our research team in

Iquitos since 2015. Although blood samples are routinely handled in the laboratory, introduc-

ing blood into the mosquito feeder and cleaning materials after feeding requires additional

biosafety and logistical measures. A higher percentage of mosquitoes consistently fed to reple-

tion during direct exposure to participants than when they fed on blood through an artificial

feeder. Direct feeds, therefore, allow for more efficient use of mosquitoes reared for experi-

mental procedures.

Our study illustrates that through incremental project roll-out, researchers, IRBs, and

participant communities can work together to examine issues of safety and acceptability

[5] when developing new public health research methodologies. Through step-wise review

and implementation, we expanded our inclusion criteria of participant age (reducing the

minimum age from 18 to 5 years), disease profile (expanding the range of disease severity to

include the full spectrum of dengue illness), and number and location of feedings (expanding

to multiple sequential feeds on the same person and feeding in participants’ homes, rather

than in a clinic). Our approach recognized and addressed participants’ interests, while

also establishing a platform for a more natural assessment of human-to-mosquito virus

transmission.

A variety of factors determine which people transmit DENV to mosquitoes and when dur-

ing their infectious period transmission is most likely to occur [18, 41]. These factors influence

the dynamics of DENV transmission and, thus, shape dengue epidemiology. In future studies,

we aim to capture DENV-infected participants earlier during their infectious period and to

feed mosquitoes on participants multiple times during the course of their infection to better

define the temporal dynamics of human infectiousness to mosquitoes and to refine under-

standing of important properties of mosquito-virus interactions, such as the duration of the

intrinsic incubation period.
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experiments corresponding to Fig 1 in manuscript. Video in wnv format.
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S1 Table. Data summary of mosquito blood feeding experiments on 58 human partici-

pants. DoI = Day of illness; Viremia (log 10) expressed in FFU/ml, IR = infection rate (PCR

+ bodies/total tested); DR = Dissemination rate (PCR+heads/PCR+bodies), SC = Disease

Severity category (1 = mild, 4 = hospitalized, 2–3 = intermediate scores (see methods), and

EXP = exposed.

(XLSX)

S1 Text. Description of final data cleanup for statistical analysis. Explains participants from

S1 Table that were excluded from statistical analysis.

(DOCX)

Acknowledgments

We thank the residents of Iquitos for their participation in this study. We greatly appreciate

support of the Loreto Regional Health Department, including Drs. Hugo Rodriguez-Ferruci,

Christian Carey, Carlos Alvarez, Hernan Silva, and Lic. Wilma Casanova Rojas, who all facili-

tated our work in Iquitos. Christopher Mores, Cecilia Gonzales, Kyle Peterson, Adam Arm-

strong, and Guillermo Pimentel, provided institutional support through NAMRU-6, and

Maria Silva and Carolina Guevara supervised laboratory testing. A special thanks to Gloria

Talledo for her ongoing support with the preparation of IRB protocols and reports for this

project. We also thank Alan Lozano, Rebecca Carrion, and Geovana Hora for their help with

development of the consent video. We also appreciate the careful commentary and advice pro-

vided by the NAMRU-6 IRB and Research Administration Program for the duration of this

study, and especially that provided by Roxana Lescano, Zoe Moran, and Toane Zuleta. Regina

Fernandez supervised field teams, which included Llerme Armas, Karina Chuquipiondo, Leny

Curico, Rocio Del Rio, Junnelhy Flores, Juan Flores, Luz Angelica Galvez, Rina Gonzales,

Maria Edith Juarez, Xiomara Mafaldo, Nora Marin, Nadia Montes, Johnni Mozombite, Sandra

Munoz, Lucy Navarro, Geraldine Ocmin, Zenith Pezo, Iris Reategui, Sadith Jovita Ricopa, Lili-

ana Rios, Rubiela Rubio, Ysabel Ruis, Rosana Sotero, Rosa Tamani, Zenith Tamani, and Sarita

Del Pilar Tuesta, to identify acute dengue cases. We thank Gabriela Vasquez de la Torre for

her administrative support for the project.

Copyright statement

Authors Robert D. Hontz and Eric S. Halsey were U.S. military service members at the time

these studies were conducted. This work was prepared as part of their official duties. Title 17

U.S.C. § 105 provides that ‘Copyright protection under this title is not available for any work

of the United States Government’. Title 17 U.S.C. § 101 defines a U.S. Government work as a

work prepared by military service members or employees of the U.S. Government as part of

those persons’ official duties.

Disclaimer

The views expressed in this article are those of the authors and do not necessarily reflect the

official policies or positions of the Department of the Navy, Department of Defense, nor the U.

S. Government.

Author Contributions

Conceptualization: Kanya C. Long, Valerie A. Paz-Soldan, Thomas W. Scott, Louis Lam-

brechts, Amy C. Morrison.

Feasibility of feeding Aedes aegypti mosquitoes

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0007116 February 12, 2019 16 / 19

http://journals.plos.org/plosntds/article/asset?unique&id=info:doi/10.1371/journal.pntd.0007116.s002
http://journals.plos.org/plosntds/article/asset?unique&id=info:doi/10.1371/journal.pntd.0007116.s003
https://doi.org/10.1371/journal.pntd.0007116


Data curation: Kanya C. Long, Louis Lambrechts, Amy C. Morrison.

Formal analysis: Louis Lambrechts, Amy C. Morrison.

Funding acquisition: Kanya C. Long, Eric S. Halsey, Robert D. Hontz, Thomas W. Scott,

Louis Lambrechts, Amy C. Morrison.

Investigation: Kanya C. Long, Juan Sulca, Isabel Bazan, Helvio Astete, Hugo L. Jaba, Crystyan

Siles, Claudine Kocher, Stalin Vilcarromero, Karin S. Escobedo-Vargas, Fanny Castro-Lla-

nos, Leslye Angulo, Guadalupe Flores, Cesar Ramal-Asayag, Valerie A. Paz-Soldan, Amy C.

Morrison.

Methodology: Kanya C. Long, Juan Sulca, Isabel Bazan, Helvio Astete, Claudine Kocher, Gua-

dalupe Flores, Cesar Ramal-Asayag, Amy C. Morrison.

Project administration: Kanya C. Long, Claudine Kocher, Eric S. Halsey, Robert D. Hontz,

Amy C. Morrison.

Resources: Louis Lambrechts, Amy C. Morrison.

Software: Amy C. Morrison.

Supervision: Kanya C. Long, Isabel Bazan, Helvio Astete, Crystyan Siles, Claudine Kocher,

Stalin Vilcarromero, Eric S. Halsey, Robert D. Hontz, Louis Lambrechts, Amy C. Morrison.

Validation: Louis Lambrechts, Amy C. Morrison.

Visualization: Amy C. Morrison.

Writing – original draft: Kanya C. Long, Juan Sulca, Julia Schwarz, Thomas W. Scott, Louis

Lambrechts, Amy C. Morrison.

Writing – review & editing: Kanya C. Long, Juan Sulca, Isabel Bazan, Helvio Astete, Hugo L.

Jaba, Crystyan Siles, Claudine Kocher, Stalin Vilcarromero, Julia Schwarz, Karin S. Esco-

bedo-Vargas, Fanny Castro-Llanos, Leslye Angulo, Guadalupe Flores, Cesar Ramal-Asayag,

Eric S. Halsey, Robert D. Hontz, Valerie A. Paz-Soldan, Thomas W. Scott, Louis Lam-

brechts, Amy C. Morrison.

References
1. Weaver SC, Costa F, Garcia-Blanco MA, Ko AI, Ribeiro GS, Saade G, et al. Zika virus: History, emer-

gence, biology, and prospects for control. Antiviral Res. 2016; 130:69–80. https://doi.org/10.1016/j.

antiviral.2016.03.010 PMID: 26996139; PubMed Central PMCID: PMCPMC4851879.

2. Weaver SC, Forrester NL. Chikungunya: Evolutionary history and recent epidemic spread. Antiviral

Res. 2015; 120:32–9. https://doi.org/10.1016/j.antiviral.2015.04.016 PMID: 25979669.

3. Wilder-Smith A, Gubler DJ, Weaver SC, Monath TP, Heymann DL, Scott TW. Epidemic arboviral dis-

eases: priorities for research and public health. Lancet Infect Dis. 2017; 17(3):e101–e6. https://doi.org/

10.1016/S1473-3099(16)30518-7 PMID: 28011234.

4. Kraemer MU, Sinka ME, Duda KA, Mylne A, Shearer FM, Brady OJ, et al. The global compendium of

Aedes aegypti and Ae. albopictus occurrence. Sci Data. 2015; 2:150035. Epub 2015/07/16. https://doi.

org/10.1038/sdata.2015.35 PMID: 26175912; PubMed Central PMCID: PMCPMC4493829.

5. Morrison AC, Schwarz J, Long KC, Cordova J, Rios JE, Quiroz WL, et al. Acceptability of Aedes aegypti

blood feeding on dengue virus-infected human volunteers for vector competence studies in Iquitos,

Peru. PLoS Negl Trop Dis. 2019; 13(2):e000790

6. Klimstra W, Ryman K, Johnston R. Adaptation of sindbis virus to BHK cells selects for use of heparan

sulfate as an attachment receptor. J Virol. 1998; 72(9):7357–66. PMID: 9696832

7. Knight R, Schultz K, Kent R, Venkatesan M, Griffing D. Role of N-linked glycosylation for sindbis virus

infection and replication in vertebrate and invertebrate systems. J Virol. 2009; 83(11):5640–7. https://

doi.org/10.1128/JVI.02427-08 PMID: 19297464

Feasibility of feeding Aedes aegypti mosquitoes

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0007116 February 12, 2019 17 / 19

https://doi.org/10.1016/j.antiviral.2016.03.010
https://doi.org/10.1016/j.antiviral.2016.03.010
http://www.ncbi.nlm.nih.gov/pubmed/26996139
https://doi.org/10.1016/j.antiviral.2015.04.016
http://www.ncbi.nlm.nih.gov/pubmed/25979669
https://doi.org/10.1016/S1473-3099(16)30518-7
https://doi.org/10.1016/S1473-3099(16)30518-7
http://www.ncbi.nlm.nih.gov/pubmed/28011234
https://doi.org/10.1038/sdata.2015.35
https://doi.org/10.1038/sdata.2015.35
http://www.ncbi.nlm.nih.gov/pubmed/26175912
http://www.ncbi.nlm.nih.gov/pubmed/9696832
https://doi.org/10.1128/JVI.02427-08
https://doi.org/10.1128/JVI.02427-08
http://www.ncbi.nlm.nih.gov/pubmed/19297464
https://doi.org/10.1371/journal.pntd.0007116


8. Weaver S, Lorenz L, Scott T. Distribution of western equine encephalitis virus in the alimentary tract of

Culex tarsalis (Diptera: Culicidae) following natural and artificial blood meals. J Med Entomol. 1993; 30

(2):391–7. PMID: 8459416

9. Norris DE, Shurtleff AC, Toure YT, Lanzaro GC. Microsatellite DNA polymorphism and heterozygosity

among field and laboratory populations of Anopheles gambiae ss (Diptera: Culicidae). J Med Entomol.

2001; 38(2):336–40. PMID: 11296845.

10. Siler J. Transmission of dengue fever by mosquitoes. Proc Soc Exp Biol Med. 1925; 23:431.

11. Siler J, Hall M, Hichens A. Dengue: Its history, epidemiology, mechanism of transmission, etiology, clini-

cal menifestations, immunity and prevention. Philippine J Sci. 1926; 29:1–302.

12. Simmons J, St. John J, Reynolds F. Experimental studies of dengue. Philippine J Sci. 1931; 44(1–247).

13. Halstead SB. Etiologies of the experimental dengues of Siler and Simmons. The American journal of

tropical medicine and hygiene. 1974; 23(5):974–82. Epub 1974/09/01. PMID: 4615598.

14. Nishiura H, Halstead SB. Natural history of dengue virus (DENV)-1 and DENV-4 infections: reanalysis

of classic studies. J Infect Dis. 2007; 195(7):1007–13. Epub 2007/03/03. https://doi.org/10.1086/

511825 PMID: 17330791.

15. Gubler DJ, Reed D, Rosen L, Hitchcock JR Jr. Epidemiologic, clinical, and virologic observations on den-

gue in the Kingdom of Tonga. Am J Trop Med Hyg. 1978; 27(3):581–9. Epub 1978/05/01. PMID: 677371.

16. Nguyet MN, Duong TH, Trung VT, Nguyen TH, Tran CN, Long VT, et al. Host and viral features of

human dengue cases shape the population of infected and infectious Aedes aegypti mosquitoes. Proc

Natl Acad Sci U S A. 2013; 110(22):9072–7. https://doi.org/10.1073/pnas.1303395110 PMID:

23674683; PubMed Central PMCID: PMCPMC3670336.

17. Tan CH, Wong PS, Li MZ, Yang HT, Chong CS, Lee LK, et al. Membrane feeding of dengue patient’s

blood as a substitute for direct skin feeding in studying Aedes-dengue virus interaction. Parasit Vectors.

2016; 9:211. https://doi.org/10.1186/s13071-016-1469-6 PMID: 27083158; PubMed Central PMCID:

PMCPMC4833953.

18. Duong V, Lambrechts L, Paul RE, Ly S, Lay RS, Long KC, et al. Asymptomatic humans transmit den-

gue virus to mosquitoes. Proc Natl Acad Sci U S A. 2015; 112(47):14688–93. https://doi.org/10.1073/

pnas.1508114112 PMID: 26553981; PubMed Central PMCID: PMCPMC4664300.

19. Watts DM, Porter KR, Putvatana P, Vasquez B, Calampa C, Hayes CG, et al. Failure of secondary

infection with American genotype dengue 2 to cause dengue haemorrhagic fever. Lancet. 1999; 354

(9188):1431–4. Epub 1999/10/30. S0140-6736(99)04015-5 [pii] https://doi.org/10.1016/S0140-6736

(99)04015-5 PMID: 10543670.

20. Hayes CG, Phillips IA, Callahan JD, Griebenow WF, Hyams KC, Wu SJ, et al. The epidemiology of den-

gue virus infection among urban, jungle, and rural populations in the Amazon region of Peru. Am J Trop

Med Hyg. 1996; 55(4):459–63. Epub 1996/10/01. PMID: 8916809.

21. Morrison AC, Gray K, Getis A, Astete H, Sihuincha M, Focks D, et al. Temporal and geographic patterns

of Aedes aegypti (Diptera: Culicidae) production in Iquitos, Peru. J Med Entomol. 2004; 41(6):1123–42.

Epub 2004/12/21. PMID: 15605653.

22. Morrison AC, Minnick SL, Rocha C, Forshey BM, Stoddard ST, Getis A, et al. Epidemiology of dengue

virus in Iquitos, Peru 1999 to 2005: interepidemic and epidemic patterns of transmission. PLoS Negl

Trop Dis. 2010; 4(5):e670. Epub 2010/05/11. https://doi.org/10.1371/journal.pntd.0000670 PMID:

20454609; PubMed Central PMCID: PMC2864256.

23. Paz-Soldan VA, Plasai V, Morrison AC, Rios-Lopez EJ, Guedez-Gonzales S, Grieco JP, et al. Initial

assessment of the acceptability of a Push-Pull Aedes aegypti control strategy in Iquitos, Peru and Kan-

chanaburi, Thailand. Am J Trop Med Hyg. 2011; 84(2):208–17. Epub 2011/02/05. 84/2/208 [pii] https://

doi.org/10.4269/ajtmh.2011.09-0615 PMID: 21292886; PubMed Central PMCID: PMC3029169.

24. Rocha C, Morrison AC, Forshey BM, Blair PJ, Olson JG, Stancil JD, et al. Comparison of two active sur-

veillance programs for the detection of clinical dengue cases in Iquitos, Peru. Am J Trop Med Hyg.

2009; 80(4):656–60. Epub 2009/04/07. 80/4/656 [pii]. PMID: 19346395.

25. Schneider JR, Morrison AC, Astete H, Scott TW, Wilson ML. Adult size and distribution of Aedes aegypti

(Diptera: Culicidae) associated with larval habitats in Iquitos, Peru. J Med Entomol. 2004; 41(4):634–

42. Epub 2004/08/18. PMID: 15311454.

26. Stoddard ST, Forshey BM, Morrison AC, Paz-Soldan VA, Vazquez-Prokopec GM, Astete H, et al.

House-to-house human movement drives dengue virus transmission. Proc Natl Acad Sci U S A. 2013;

110(3):994–9. https://doi.org/10.1073/pnas.1213349110 PMID: 23277539; PubMed Central PMCID:

PMCPMC3549073.

27. Stoddard ST, Wearing HJ, Reiner RC Jr., Morrison AC, Astete H, Vilcarromero S, et al. Long-term and

seasonal dynamics of dengue in Iquitos, Peru. PLoS Negl Trop Dis. 2014; 8(7):e3003. https://doi.org/

10.1371/journal.pntd.0003003 PMID: 25033412; PubMed Central PMCID: PMCPMC4102451.

Feasibility of feeding Aedes aegypti mosquitoes

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0007116 February 12, 2019 18 / 19

http://www.ncbi.nlm.nih.gov/pubmed/8459416
http://www.ncbi.nlm.nih.gov/pubmed/11296845
http://www.ncbi.nlm.nih.gov/pubmed/4615598
https://doi.org/10.1086/511825
https://doi.org/10.1086/511825
http://www.ncbi.nlm.nih.gov/pubmed/17330791
http://www.ncbi.nlm.nih.gov/pubmed/677371
https://doi.org/10.1073/pnas.1303395110
http://www.ncbi.nlm.nih.gov/pubmed/23674683
https://doi.org/10.1186/s13071-016-1469-6
http://www.ncbi.nlm.nih.gov/pubmed/27083158
https://doi.org/10.1073/pnas.1508114112
https://doi.org/10.1073/pnas.1508114112
http://www.ncbi.nlm.nih.gov/pubmed/26553981
https://doi.org/10.1016/S0140-6736(99)04015-5
https://doi.org/10.1016/S0140-6736(99)04015-5
http://www.ncbi.nlm.nih.gov/pubmed/10543670
http://www.ncbi.nlm.nih.gov/pubmed/8916809
http://www.ncbi.nlm.nih.gov/pubmed/15605653
https://doi.org/10.1371/journal.pntd.0000670
http://www.ncbi.nlm.nih.gov/pubmed/20454609
https://doi.org/10.4269/ajtmh.2011.09-0615
https://doi.org/10.4269/ajtmh.2011.09-0615
http://www.ncbi.nlm.nih.gov/pubmed/21292886
http://www.ncbi.nlm.nih.gov/pubmed/19346395
http://www.ncbi.nlm.nih.gov/pubmed/15311454
https://doi.org/10.1073/pnas.1213349110
http://www.ncbi.nlm.nih.gov/pubmed/23277539
https://doi.org/10.1371/journal.pntd.0003003
https://doi.org/10.1371/journal.pntd.0003003
http://www.ncbi.nlm.nih.gov/pubmed/25033412
https://doi.org/10.1371/journal.pntd.0007116


28. Durand Velazco S, Fiestas Solorzano V, Sihuincha Maldonado M, Chavez Lencinas C, Vasquez Vela

V, Torrejon Flores C, et al. [Impact of the dengue epidemic due to a new lineage of DENV-2 American/

Asian genotype in the health services demand in hospital "Cesar Garayar Garcia", Iquitos.]. Rev Peru

Med Exp Salud Publica. 2011; 28(1):157–9. Epub 2011/05/04. https://doi.org/S1726-

46342011000100027 [pii]. PMID: 21537788.

29. Forshey BM, Guevara C, Laguna-Torres VA, Cespedes M, Vargas J, Gianella A, et al. Arboviral etiolo-

gies of acute febrile illnesses in Western South America, 2000–2007. PLoS Negl Trop Dis. 2010; 4(8):

e787. Epub 2010/08/14. e787 [pii] https://doi.org/10.1371/journal.pntd.0000787 PMID: 20706628;

PubMed Central PMCID: PMC2919378.

30. Cromwell EA, Stoddard ST, Barker CM, Van Rie A, Messer WB, Meshnick SR, et al. The relationship

between entomological indicators of Aedes aegypti abundance and dengue virus infection. PLoS Negl

Trop Dis. 2017; 11(3):e0005429. https://doi.org/10.1371/journal.pntd.0005429 PMID: 28333938;

PubMed Central PMCID: PMCPMC5363802.

31. Forshey BM, Reiner RC, Olkowski S, Morrison AC, Espinoza A, Long KC, et al. Incomplete Protection

against Dengue Virus Type 2 Re-infection in Peru. PLoS Negl Trop Dis. 2016; 10(2):e0004398. https://

doi.org/10.1371/journal.pntd.0004398 PMID: 26848841; PubMed Central PMCID: PMCPMC4746126.

32. Olkowski S, Forshey BM, Stoddard S, Morrison AC, Vilcarromero S, Long KC, et al. Effects of pre-exist-

ing DENV antibody on the occurrence of symptomatic illness associated with novel DENV-4 infection.

American Society of Tropical Medicine and Hygeine; Philidelphia, PA2011.

33. Paz-Soldan VA, Stoddard ST, Vazquez-Prokopec G, Morrison AC, Elder JP, Kitron U, et al. Assessing

and maximizing the acceptability of global positioning system device use for studying the role of human

movement in dengue virus transmission in Iquitos, Peru. Am J Trop Med Hyg. 2010; 82(4):723–30.

Epub 2010/03/30. 82/4/723 [pii] https://doi.org/10.4269/ajtmh.2010.09-0496 PMID: 20348526; PubMed

Central PMCID: PMC2844550.

34. Vazquez-Prokopec GM, Bisanzio D, Stoddard ST, Paz-Soldan V, Morrison AC, Elder JP, et al. Using

GPS technology to quantify human mobility, dynamic contacts and infectious disease dynamics in a

resource-poor urban environment. PLoS One. 2013; 8(4):e58802. https://doi.org/10.1371/journal.pone.

0058802 PMID: 23577059; PubMed Central PMCID: PMCPMC3620113.

35. Paz-Soldan VA, Reiner RC Jr., Morrison AC, Stoddard ST, Kitron U, Scott TW, et al. Strengths and

weaknesses of Global Positioning System (GPS) data-loggers and semi-structured interviews for cap-

turing fine-scale human mobility: findings from Iquitos, Peru. PLoS Negl Trop Dis. 2014; 8(6):e2888.

https://doi.org/10.1371/journal.pntd.0002888 PMID: 24922530; PubMed Central PMCID:

PMCPMC4055589.

36. Lanciotti RS, Calisher CH, Gubler DJ, Chang GJ, Vorndam AV. Rapid detection and typing of dengue

viruses from clinical samples by using reverse transcriptase-polymerase chain reaction. J Clin Micro-

biol. 1992; 30(3):545–51. Epub 1992/03/01. PMID: 1372617; PubMed Central PMCID: PMC265106.

37. Sadon N, Delers A, Jarman RG, Klungthong C, Nisalak A, Gibbons RV, et al. A new quantitative

RTPCR method for sensitive detection of dengue virus in serum samples. J Virol Methods. 2008; 153

(1):1–6. Epub 2008/07/26. S0166-0934(08)00239-5 [pii] https://doi.org/10.1016/j.jviromet.2008.06.023

PMID: 18652847.

38. Fontaine A, Jiolle D, Moltini-Conclois I, Lequime S, Lambrechts L. Excretion of dengue virus RNA by

Aedes aegypti allows non-destructive monitoring of viral dissemination in individual mosquitoes. Sci

Rep. 2016; 6:24885. Epub 2016/04/28. https://doi.org/10.1038/srep24885 PMID: 27117953; PubMed

Central PMCID: PMCPMC4846815.

39. Team RC. R: A language and environment for statistical computing. 2014. R Foundation for Statistical

Computing, Vienna, Austria (2012)

40. Kean J, Rainey SM, McFarlane M, Donald CL, Schnettler E, Kohl A, et al. Fighting Arbovirus Transmis-

sion: Natural and Engineered Control of Vector Competence in Aedes Mosquitoes. Insects. 2015; 6

(1):236–78. Epub 2015/10/16. https://doi.org/10.3390/insects6010236 PMID: 26463078; PubMed Cen-

tral PMCID: PMCPMC4553541.

41. Carrington LB, Simmons CP. Human to mosquito transmission of dengue viruses. Front Immunol.

2014; 5:290. Epub 2014/07/06. https://doi.org/10.3389/fimmu.2014.00290 PMID: 24987394; PubMed

Central PMCID: PMCPMC4060056.

Feasibility of feeding Aedes aegypti mosquitoes

PLOS Neglected Tropical Diseases | https://doi.org/10.1371/journal.pntd.0007116 February 12, 2019 19 / 19

https://doi.org/S1726-46342011000100027
https://doi.org/S1726-46342011000100027
http://www.ncbi.nlm.nih.gov/pubmed/21537788
https://doi.org/10.1371/journal.pntd.0000787
http://www.ncbi.nlm.nih.gov/pubmed/20706628
https://doi.org/10.1371/journal.pntd.0005429
http://www.ncbi.nlm.nih.gov/pubmed/28333938
https://doi.org/10.1371/journal.pntd.0004398
https://doi.org/10.1371/journal.pntd.0004398
http://www.ncbi.nlm.nih.gov/pubmed/26848841
https://doi.org/10.4269/ajtmh.2010.09-0496
http://www.ncbi.nlm.nih.gov/pubmed/20348526
https://doi.org/10.1371/journal.pone.0058802
https://doi.org/10.1371/journal.pone.0058802
http://www.ncbi.nlm.nih.gov/pubmed/23577059
https://doi.org/10.1371/journal.pntd.0002888
http://www.ncbi.nlm.nih.gov/pubmed/24922530
http://www.ncbi.nlm.nih.gov/pubmed/1372617
https://doi.org/10.1016/j.jviromet.2008.06.023
http://www.ncbi.nlm.nih.gov/pubmed/18652847
https://doi.org/10.1038/srep24885
http://www.ncbi.nlm.nih.gov/pubmed/27117953
https://doi.org/10.3390/insects6010236
http://www.ncbi.nlm.nih.gov/pubmed/26463078
https://doi.org/10.3389/fimmu.2014.00290
http://www.ncbi.nlm.nih.gov/pubmed/24987394
https://doi.org/10.1371/journal.pntd.0007116

