Additional Table S3: 
CRISPR Direct Repeats Elements in the three genomes
	Organism
	CRISPR DRs elements, DNA sequence
	Lengtha
	Number of spacers per locus (total)
	Size range of spacersa

	"Ca. M. alvus"
	ATCTACACTAGTAGAAATTCTGAATGAGTTTTAGAC
	36
	47 - 12 (59)
	25-28

	"Ca. M. intestinalis"
	GTTAGAAATCCATCTAAACTAGAATGTAAAT
	31
	110
	32-36

	M. luminyensis
	GTCGCACCCTTCACGGGTGCGTGGATTGAAAC 
	32
	113
	35-40

	
	
	
	
	

	other questionable CRISPR Direct Repeats Elements 

CRISPRfinder analysis (Grissa et al., 2007) performed in 2013, July).

	"Ca. M. alvus"
	TCAAAAACGAAGATCCCCACATCA

TACGAAGGGGACTTCGTCAACGGCA
GTGACCGTCCCGTATGTACTGGCCGAAG
	24

25

28
	1

2

1
	

	"Ca. M. intestinalis"
	CTGCCAGGTAGTCTTACTACTATTGGAGAT

CATTTACATTCTAGTTTAGATGGATTTCTAAC

TCCTCAGCAAGTTACAGGCAAGTTAGA

GTTAAAACAGCTAAACCAGCACCAAAGGCTGCTGCAACAAAG

AAATTCTGCCCAGAGTGTGGAGCTAAAAT
	30

32

27

42

29
	1

2

1

1

1
	

	M. luminyensis
	GAAGTGCTCCAAGTGCGGGTCCA
TTTCAATCCACGCACCCGTGAAGGGTGCGAC
	23

31
	3

1
	


aSize in bp

