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		Gene Name		 Product		Labela		Function		Length (nts)a

		uvrB		Excinuclease ABC, subunit B		lpp0086		DNA replication, recombination, and repair		1992

		pgk		Phosphoglycerate kinase		lpp0152		Glycolysis/gluconeogenesis		1191

		rpoA		RNA polymerase, alpha subunit 		lpp0419		Transcription		993

		ffh		Signal recognition particle protein, GTPase		lpp0467		Transport and binding proteins		1377

		serS		Seryl tRNA synthetase		lpp0575		tRNA aminoacylation		1281

		proS		Prolyl-tRNA synthase		lpp0749		tRNA aminoacylation		1710

		glyA		Serine hydroxymethyltransferase		lpp0791		Glycine/serine hydroxymethyltransferase		1254

		dnaB		Replicative DNA helicase		lpp0803		DNA replication, recombination, and repair		1383

		gpi		Glucose-6-phosphate isomerase		lpp0825		Glycolysis/gluconeogenesis		1500

		lig		DNA ligase		lpp1020		DNA replication, recombination, and repair		2022

		cysS		Cysteinyl-tRNA synthetase		lpp1271		tRNA aminoacylation		1371

		trpS		Tryptophanyl tRNA synthetase		lpp1399		tRNA aminoacylation		1215

		aspS		Aspartyl-tRNA synthetase		lpp1434		tRNA aminoacylation		1782

		ruvB		Holliday junction DNA helicase 		lpp1534		tRNA aminoacylation		1011

		nrdA		Ribonucleoside-diphosphate reductase, alpha subunit		lpp1738		Deoxyribonucleotide/ribonucleoside metabolism		2829

		recA		Bacterial DNA recombination protein		lpp1765		DNA replication, recombination, and repair		1047

		tig		Trigger factor 		lpp1830		Protein folding and stabilization		1332

		lepA		GTP-binding membrane protein		lpp1837		Translation 		1833

		metK		S-adenosylmethionine synthetase		lpp2004		tRNA aminoacylation		1149

		dnaJ		Heat shock protein 		lpp2006		Protein folding and stabilization		1140

		argS		Arginyl tRNA synthetase		lpp2013		tRNA aminoacylation		1770

		eno		Enolase		lpp2020		Glycolysis/gluconeogenesis		1269

		ftsZ		Cell division protein 		lpp2662		Cell division		1197

		uvrC		Excinuclease ABC, subunit C		lpp2698		DNA replication, recombination, and repair		1857

		dnaX		DNA polymerase III, subunits gamma and tau		lpp2802		DNA replication, recombination, and repair		1671

		recN		DNA repair protein 		lpp2877		DNA replication, recombination, and repair		1668

		metG		Methionyl tRNA synthetase		lpp2941		tRNA aminoacylation		2013

		rho		Transcription terminator factor		lpp3002		Translation 		1262

		atpD		 ATP synthase F1, subunit beta		lpp3053		ATP-proton motive force interconversion		1377

		atpA		ATP synthase, subunit alpha		lpp3055		ATP-proton motive force interconversion		1554

		thdF		GTP binding protein, thiophene oxidation 		lpp3073		tRNA and rRNA base modification		1341





TABLE2

		L. pneumophila (strains)		Philadelphia		Paris		Lens		Corby		HL06041035		Lorraine

		Seq length (Kb)		3397754		3503610		3345687		3576469		3492535		3467254

		GC (%)		38.27		38.37		38.42		38.48		38.35		38.36

		Genes		3031		3123		2980		3237		3132		3117

		Protein coding genes		2999		3078		2921		3193		3079		3080

		Pseudogenes		55		71		84		59		73		48

		tRNA		43		43		43		44		43		44

		16S/23S/5S		3/3/3		3/3/3		3/3/3		3/3/3		3/3/3		3/3/3

		Average lenght CDS (nts)		1082.47		1000.85		1008.76		984.35		995.47		988.54

		Ig length (nts)		147.72		154		152.36		149.24		155.12		155.28

		Coding density (%)		88.22		86.93		87.07		87.25		86.94		87.26

		Plasmids		0		1		1		0		0		1





TABLE3

		                                                                                                                                                                                                     L. pneumophila strains		L. pneumophila strains																										L. longbeachae

		Product		Name		Paris				Lens				Corby				Lorraine				HL06041035				Philadelphia

		Glucoamylase (Glucan 1,4-alpha-glucosidase)				lpp0489		99.31		lpl0465		98.93		lpc2921		99.38		lpo0482		99.45		lpv0523		99.14		lpg0422*		95.92		llo2801

		Putative inosine-uridine nucleoside N-ribohydrolase §				lpp0208		98.81		lpl0206		98.64		lpc0223		98.94

		SidE protein				lpp0304		98.46		lpl0288		95.25		lpc1602		98.35		lpo0273		97.95		lpv0315		98.28		lpg0234*		94.63

		Putative methyltransferase				lpp0358		98.06		lpl0334		89.28		lpc0359		97.93		lpo0334		97.29		lpv0375		97.80		lpg0282		89.28		llo2356

		Conserved exported protein of unknown function				lpp0379		99.63		lpl0354		98.53		lpc0380		99.45		lpo0358		99.45		 		99.82		lpg0301		99.26

		Phosphatidylcholine-hydrolyzing phospholipase C §				lpp0565		99.37		lpl0541		98.66		lpc2843		99.34		lpo0571		99.21		lpv0603		99.29		lpg0502		97.87		llo1329

		Phytanoyl-CoA dioxygenase domain-containing protein 1				lpp0578		99.25		lpl0554		98.60		lpc2829		99.46		lpo0586		98.60		lpv0619		99.25		lpg0515*		99.35		llo3224

		Leucine-rich repeat protein 				lpp1007		97.53						lpc2344		97.87		lpo1029		93.94		lpv1082		97.87		lpg0945*		97.54

		ecto-ATP diphosphohydrolase II  				lpp1033		98.95		lpl1000		98.78		lpc2316		98.78		lpo1060		98.69		lpv1110		98.86		lpg0971		98.43		llo1247

		Major acid phosphatase Map §		map		lpp1120		99.06		lpl1124		97.92		lpc0577		98.12		lpo1121		97.93		lpv1267		99.06		lpg1119		98.59		llo1016

		Pyruvate decarboxylase				lpp1157		99.70		lpl1162		98.87		lpc0618		99.70		lpo1168		98.69		lpv1308		99.70		lpg1155		98.51

		SAM-dependent methyltransferase §				lpp1192		98.38		lpl1198		98.97		lpc0657		99.15		lpo1205		99.06		lpv1346		97.61		lpg1190		99.15		llo1296

		Putative 2OG-Fe(II) oxygenase superfamily protein §				lpp1405		100										lpo1449		96.84		lpv1569		100.00		lpg1450		93.74

		Phospholipase C §				lpp1411		100		lpl1573		93.12		lpc0870		100.00		lpo1455		97.61		lpv1576		100.00		lpg1455		97.93		llo1329

		Putative mitogen-activated protein kinase				lpp1439		99.12		lpl1545		98.11		lpc0898		97.61		lpo1483		98.93		lpv1609		99.12		lpg1483*		97.67		llo1682

		Thiamine biosynthesis protein NMT-1		thi		lpp1522		99.04		lpl1461		97.98		lpc0988		99.04		lpo1583		97.88		lpv1700		99.04		lpg1565		97.47		llo0920

		Leucine-rich repeat-containing protein 				lpp1567		97.68						lpc1028		98.44						lpv1852		98.91		lpg1602*		97.98

		Phosphoribosylamidoimidazole-succinocarboxamide synthase		purC		lpp1647		100		lpl1640		97.76		lpc1106		99.08		lpo1715		98.98		lpv1936		98.16		lpg1675		97.58		llo3277

		Hydroxymethylglutaryl-CoA lyase (HMG-CoA lyase) §		mvaB		lpp1793		99.34		lpl1794		97.13		lpc1274		98.01		lpo1891		99.01		lpv2102		98.68		lpg1830		99.12		llo0113

		Putative apyrase				lpp1880		99.47		lpl1869		98.77		lpc1359		99.74		lpo1975		98.86		lpv2179		99.56		lpg1905		95.34		llo1247

		Conserved protein of unknown function				lpp1905

		Leucine-rich repeat-containing protein 				lpp1940		94.44										lpo2043		93.7		lpv2255		93.88		lpg1958*		92.56

		ZIP metal transporter family protein §				lpp2018		99.60		lpl2013		99.07		lpc1521		99.47		lpo2138		99.34		lpv2339		99.47		lpg2035		99.07		llo2518

		Ankyrin repeat protein				lpp2058		99.2		lpl2048		90.42		lpc1566		98.80		lpo2181		98.05

		Conserved protein of unknown function				lpp2061		99.6		lpl2051		95.95		lpc1569		96.80		lpo2185		95.38

		Sphingosine-1-phosphate lyase I				lpp2128		98.84		lpl2102		98.29		lpc1635		99.06		lpo2245		98.62		lpv2428		98.02		lpg2176*		94.02

		Conserved protein of unknown function				lpp2134		100		lpl2109		98.55		lpc1642		100		lpo2253		99.60		lpv2436		100		lpg2182		96.27

		Conserved protein of unknown function				lpp2419		99.84		lpl2298		99.37		lpc2129		100

		Leucine rich repeat protein				lpp2459		98.98		lpl2316		86.85		lpc2085		90.48		lpo2572		99.43		lpv2704		99.32		lpg2392*		97.28

		Putative unspecific monooxygenase				lpp2468		99.47		lpl2326		99.01		lpc2075		98.88		lpo2586		98.15

		Protein kinase-like 				lpp2626		94.88		lpl2481		98.85		lpc1906		95.31		lpo2765		98.70		lpv2900		99.13		lpg2556*		99.13		llo2218

		Putative methyltransferase				lpp2747		99.25		lpl2620		99		lpc0443		99.37		lpo2974		97.49		lpv3039		99.62		lpg2693		99.37		llo2356

		Phytanoyl-CoA dioxygenase, PhyH				lpp2748		99.76		lpl2621		98.91		lpc0442		99.15		lpo2975		98.67		lpv3040		99.76		lpg2694*		95.44

		Sugar kinase §				lpp2874		99.38						lpc3108		98.89		lpo3114		98.15		lpv3175		99.14		lpg2821		98.52

		Protoporphyrinogen oxidase §		hemG		lpp2909		98.14		lpl2763		96.65		lpc3136		98.90		lpo3153		98.69		lpv3207		98.83		lpg2851		96.02		llo0133

		Cysteine synthase A, O-acetylserine sulfhydrolase A subunit		cysK		lpp3022		99.26		lpl2880		98.95		lpc3266		95.99		lpo3279		99.16		lpv3334		99.26		lpg2951		98.52		llo0076

		Putative methyltransferases §				lpp3025		98.50		lpl2883		97.06		lpc3269		99.30		lpo3282		97.62		lpv3338		97.54		lpg2954		97.76		llo0074

		Flavanone 3-dioxygenase §																lpo1380

		Protein of unknown function §																lpo1577

		Conserved protein of unknown function with SNARE domain §												lpc2110		98.97		lpo2553		97.25		lpv2681		98.97

		(S)-2-hydroxy-acid oxidase §																lpo2960

		Protein of unknown function §																lpo3145		100.00		lpv3199		94.82

		Putative Pyridine nucleotide-disulphide oxidoreductase								lpl2845		95.59		lpc3225		97.70		lpo3239		98.47		lpv3288		97.80		lpg2917		98.28

		Regulator of chromosome condensation, rcc 																				lpv2481		79.24		lpg2224*		99.83

		Putative metallophosphoesterase §																				lpv2663

		Serine carboxypeptidase																				lpv3278		97.64		lpg2911		100





TABLE4

		Motif		L. pneumophila strains																								L. long

				Paris				Lens				Philadelphia				Lorraine				HL06041035				Corby

		ANK		lpp0037		96.30		lpl0038		97.40		lpg0038*		97.04		lpo0042		97.89		lpv0043		93.66		lpc0039		97.10

		ANK		lpp0126		98.94		lpl0111		98.48		lpg0112		94.83		lpo0119		98.79		lpv0127		93.03		lpc0131		92.16		llo1394

		ANK		lpp0202

		ANK		lpp0356

		ANK		lpp0469		98.94		lpl0445		96.35		lpg0403*		95.53		lpo0463		97.64		lpv0501		98.48		lpc2941		98.67

		ANK		lpp0503		98.37		lpl0479		93.86		lpg0436*		93.31		lpo0501		98.12		lpv0537		98.37		lpc2906		98.37

		ANK		lpp0547		99.50		lpl0523		96.31		lpg0483*		96.82		lpo0551		99.83		lpv0585		98.16		lpc2861		99.16		llo2705

		ANK		lpp0750		100.00		lpl0732		97.65		lpg0695*		100.00		lpo0775		99.84		lpv0817		100.00		lpc2599		98.44

		ANK		lpp1100

		ANK + SET 		lpp1683		97.68		lpl1682		96.32		lpg1718*		98.41		lpo1757		97.86		lpv1985		96.91		lpc1152		97.25

		ANK		lpp1905

		ANK		lpp2058		99.20		lpl2048		90.42						lpo2181		98.05						lpc1566		98.80

		ANK		lpp2061		99.60		lpl2051		95.95						lpo2185		95.38						lpc1569		96.80

		ANK		lpp2065		99.93		lpl2055		98.56						lpo2189		98.62						lpc1573		98.03

		ANK + Fbox		lpp2082		97.40		lpl2072		98.26		lpg2144*		98.84		lpo2207		99.03		lpv2392		93.99		lpc1593		99.22

		ANK		lpp2166		99.25		lpl2140		99.12		lpg2215*		99.06		lpo2285		97.74		lpv2469		99.18		lpc1680		98.93

		ANK		lpp2248		99.50		lpl2219		99.14		lpg2300*		99.14		lpo2371		99.43		lpv2567		98.93		lpc1765		99.21		llo0584

		ANK		lpp2270		99.64		lpl2242		97.97		lpg2322*		98.34		lpo2399		98.08		lpv2591		99.53		lpc1789		99.53		llo0570

		ANK		lpp2517		99.60		lpl2370		97.94		lpg2452*		98.19		lpo2642		98.95		lpv2776		99.46		lpc2026		99.46

		ANK		lpp2522		98.76		lpl2375		96.90		lpg2456*		95.75		lpo2647		98.49		lpv2781		98.76		lpc2020		91.27		llo0365

		ANK		plpp0098		96.00										lpop0045		96.00

		ANK						lpl1681		100.00														lpc1151		97.98

		ANK						lpl2058		86.17						lpo2193		95.37		lpv2375		94.96

		ANK						lpl2339		98.64		lpg2416*		91.21		lpo2601		99.00		lpv2736		99.28		lpc2057		98.98

		ANK										lpg0402*		100.00						lpv0500		96.01

		ANK																		lpv2258

		ANK						lpl1681		100.00														lpc1151		97.98

		ANK						lpl2344		100.00						lpo2607		97.93

		F-Box		lpp0233		98.58		lpl0234		93.97		lpg0171*		96.81		lpo0202		97.87		lpv0254		98.94

		F-Box		lpp2486

		F-Box										lpg2224*		99.83						lpv2482		79.24

		F-Box																		lpv2481

		RAS GEF		lpp0350		94.53		lpl0328		96.32		lpg0276*		97.33		lpo0327		97.64		lpv0368		97.64		lpc0353				llo0327

		RAS GEF§																		lpv2258								 

		Sec7		lpp1932		98.41		lpl1919		97.40		lpg1950*		92.16		lpo2033		98.32		lpv2243		98.58		lpc1423		97.57		llo1397

		Sel1																						lpc0165

		Sel1						lpl1059		100.00		lpg1062		99.61						lpv1209		100.00		lpc2212		99.61

		Sel-1§		lpp0957		98.93		lpl0927		98.67		lpg0896		98.93		lpo0978		98.67		lpv1030		98.67		lpc2397		99.47		llo0844

		Sel-1		lpp1174		99.39		lpl1180		98.30		lpg1172		98.32		lpo1187		99.11		lpv1327		99.39		lpc0638		99.05

		Sel-1		lpp1310		97.87		lpl1307		98.40		lpg1356		98.67		lpo1345		99.02		lpv1469		97.87		lpc0770		98.76		llo1443

		Sel-1		lpp2174		99.64		lpl2147		98.48		lpg2222*		99.56		lpo2292		99.47		lpv2477		99.47		lpc1689		96.27

		Sel-1		lpp2692		99.25		lpl2564		98.61		lpg2639		98.39		lpo2917		99.28		lpv2979		99.39		lpc0501		98.75		llo2649

		Sel-1														lpo3233

		Spectrin		lpp1848§		99.18		lpl1845		98.77		lpg1884*		99.01		lpo1944§		98.93		lpv2158§		99.18		lpc1331		99.18

		Spectrin		lpp2246		99.29		lpl2217		98.75		lpg2298*		99.29		lpo2369		99.29		lpv2565		98.27		lpc1763		98.75		llo1707

		Spectrin		lpp1930		95.11						lpg1947*		96.65		lpo2029		97.72

		Spectrin		lpp1309		100.00						lpg1355*		90.59						lpv1468		100.00

		Spectrin §		lpp1002		98.01		lpl0971		91.62		lpg0940*		97.92		lpo1024		98.05		lpv1077		97.87		lpc2349		97.15

		Spectrin §		lpp0471		97.79		lpl0447		97.45		lpg0405*		98.30		lpo0465§		98.28		lpv0504		98.28		lpc2939		97.70		llo2845

		Spectrin §		lpp1843		95.45		lpl1840		97.57										lpv2151		100.00		lpc1323§		99.60

		Spectrin §		lpp1173		98.56		lpl1179§		98.80		lpg1171*§		98.56		lpo1186		99.28		lpv1326		98.56		lpc0637		97.84		llo3114

		STPK		lpp0267		96.95		lpl0262		98.72		lpg0208		93.26		lpo0242		98.92		lpv0288		95.13		lpc0283		97.26

		STPK		lpp1439		99.12		lpl1545		98.11		lpg1483*		97.67		lpo1483		98.93		lpv1609		99.12		lpc0898		97.61		llo1682

		STPK		lpp2626		94.88		lpl2481		98.85		lpg2556*		99.13		lpo2765		98.70		lpv2900		99.13		lpc1906		95.31		llo2218

		U-box		lpp2887		99.72						lpg2830*		97.15		lpo3124		99.58		lpv3185		98.75

				§





TABLE5

		Organism		Proteins with coiled coil domains		Genetic Label		Product		Coiled coil number 

		Bartonella henselae Houston-1		0

		Chlamydophila pneumoniae J138		0

		Chlamydia trachomatis D UW-3		0

		Corynebacterium glutamicum ATCC 13032 		0

		Escherichia coli O157:H7 		1		ECH74115_2173		 tail length tape measure protein		5

		Haemophilus influenzae Rd KW20		0

		Helicobacter pylori 26695		1		HP0527		 cag pathogenicity island protein Y		10

		Legionella pneumophila Corby		7		lpc1130		 substrate of the dot/icm system/Icm system		5

						lpc1131		 substrate of the dot/icm system/Icm system		6

						lpc1452		 substrate of the dot/icm system/Icm system		6

						lpc1611		 hypothetical protein		12

						lpc1987		 effector protein B, substrate of the dot/icm system		9

						lpc2349		 LidA protein, substrate of the dot/icm system		6

						lpc3079		 effector protein A, substrate of the dot/icm system		5

		Legionella pneumophila HL06041035		10		lpv1077		 LidA protein, substrate of the dot/icm system		6

						lpv1725		 substrate of the dot/icm system		6

						lpv1966		 substrate of the dot/icm system		5

						lpv1967		 substrate of the dot/icm system		6

						lpv2269		 substrate of the dot/icm system		7

						lpv2408		 substrate of the dot/icm system		5

						lpv2816		 effector protein B, substrate of the dot/icm system		10

						lpv2959		 chromosome segregation SMC protein		9

						lpv3144		 effector protein A, substrate of the dot/icm system		5

						lpv3184		 SidH		9

		Legionella pneumophila Lens 		7		lpl1437		 substrate of the dot/icm system		6

						lpl1660		 substrate of the dot/icm system		7

						lpl1661		 substrate of the dot/icm system		6

						lpl1941		 substrate of the dot/icm system		5

						lpl2084		 substrates of the Legionella pneumophila Dot		5

						lpl2411		 effector protein B, substrate of the dot/icm system		9

						lpl2708		 effector protein A, substrate of the dot/icm system		5

		Legionella pneumophila Lorraine 		10		lpo1024		 LidA protein, substrate of the dot/icm system		6

						lpo1608		 substrate of the dot/icm system		6

						lpo1735		 substrate of the dot/icm system		7

						lpo1736		 substrate of the dot/icm system		5

						lpo2060		 substrate of the dot/icm system		6

						lpo2216		 SdeC protein, substrate of the dot/icm system		5

						lpo2680		 effector protein B, substrate of the dot/icm system		9

						lpo2896		 chromosome segregation SMC protein		9

						lpo3083		 effector protein A, substrate of the dot/icm system		5

						lpo3123		 substrate of the dot/icm system		9

		Legionella pneumophila Paris		6		lpp1002		 LidA protein, substrate of the dot/icm system		6

						lpp1546		 substrate of the dot/icm system		6

						lpp1666		 substrate of the dot/icm system		7

						lpp1952		 substrate of the dot/icm system		6

						lpp2555		 effector protein B, substrate of the dot/icm system		10

						lpp2883		 substrate of the Legionella pneumophila Dot		6

		Legionella pneumophila  Philadelphia 		8		lpg1355		 SidG protein, substrate of the dot/icm system		5

						lpg1588		 substrate of the dot/icm system		6

						lpg1701		 substrate of the dot/icm system		5

						lpg1702		 substrate of the dot/icm system		6

						lpg2156		 substrate of the dot/icm system		5

						lpg2490		 effector protein B, substrate of the dot/icm system		9

						lpg2793		 effector protein A, substrate of the dot/icm system		5

						lpg2829		 substrate of the dot/icm system		8

		Listeria monocytogenes EGD-e		3		lmo0650		 hypothetical protein		5

						lmo0955		 hypothetical protein		5

						lmo1224		 hypothetical protein		5

		Mycobacterium tuberculosis F11 		1		TBFG_12936		 chromosome partitioning protein smc		10

		Mycobacterium tuberculosis H37Ra		1		MRA_2947		 putative chromosome segregation SMC protein		10

		Neisseria meningitidis MC58 		0

		Pseudomonas aeruginosa LESB58 		11		PLES_08211		 Putative tail length tape measure protein		7

						PLES_12531		 hypothetical protein		7

						PLES_12541		 hypothetical protein		5

						PLES_13581		 Putative tail length tape measure protein		7

						PLES_15241		 electron transport complex protein RnfC		8

						PLES_15871		 hypothetical protein		6

						PLES_36651		 putative ClpA		 _

						PLES_38011		 putative chromosome segregation protein		11

						PLES_46621		 putative exonuclease		13

						PLES_50721		 hypothetical protein		6

						PLES_55491		 putative outer membrane protein precursor		5

		Rickettsia felis URRWXCal2 		2		RF_0022		 Putative surface cell antigen sca1		7

						RF_0725		 Antigenic heat-stable 120 kDa protein		5

		Rickettsia prowazekii Madrid E 		0

		Rickettsia typhi Wilmington		0

		Salmonella typhimurium LT2 		5		STM0395		 exonuclease subunit SbcC		7

						STM0567		 putative DNA repair ATPase		7

						STM0994		 Chromosome partition protein mukB		10

						STM1041		 minor tail protein		5

						STM3199		 hypothetical protein		5

		Shigella flexneri 2a 2457T 		1		S0984		 fused chromosome partitioning protein		10

		Synechocystis sp. PCC 6803 		2		sll1772		 MutS2 protein		5

						slr1301		 hypothetical protein		6

		Streptococcus pneumoniae D39 		4		SPD_0126		 exported protein of unknown function		6

						SPD_0710		 putative Septation ring formation regulator ezrA		7

						SPD_1104		 Chromosome partition protein smc		10

						SPD_2017		 exported protein of unknown function		6

		Wolbachia pipientis wMel		0

		Xylella fastidiosa 9a5c 		0

		Yersinia pestis KIM 		4		y0227		 hypothetical protein		6

						y0976		 ATP-dependent dsDNA exonuclease		12

						y2765		 Chromosome partition protein mukB		10

						yapB		 autotransporter		6





TABLA6

		Components of the Dot/Icm secretion systems of L. pneumophila strains

		Gene name		Length (nts)		Synonimus		Localization		Phy		Paris		Identity		Lens		Identity		Lorraine		Identity		HL06041035		Identity		Corby		Identity

		icmT		261				f : factor		lpg0441		lpp0507		99.65		lpl0483		99.14		lpoCDS503362D		100		lpoCDS534273D		96		lpc2902		99.22

		icmS		345				f : factor		lpg0442		lpp0508		98.54		lpl0484		98.83		lpo0508		99.12		lpv0542		94.44		lpc2901		98.25

		icmR		363		icmR		f : factor		lpg0443		lpp0509		96.94		lpl0485		98.33		lpo0509		97.78		lpv0543		97.5		lpc2900		96.94

		IcmQ		576				s : structure		lpg0444		lpp0510		97		lpl0486		99		lpo0510		98		lpv0544		98		lpc2899		98

		icmP/dotM		1131				s : structure		lpg0445		lpp0511		98		lpl0487		99		lpo0511		98		lpv0545		98		lpc2898		99

		icmO/dotL		2352				e : enzyme		lpg0446		lpp0512		98.42		lpl0488		97.70		lpo0512		98.13		lpv0546		98.34		lpc2897		98.3

		IcmN/DotK		570		lphA		lp : lipoprotein		lpg0447		lpp0513		99.29		lpl0489		98.59		lpo0513		98.94		lpv0547		99.65		lpc2896		99.65

		icmM/dotJ		285				m : membrane component		lpg0448		lpp0514		97.87		lpl0490		97.87		lpo0514		97.87		lpv0548		99.29		lpc2895		98.58

		icmL/dotI		639				m : membrane component		lpg0449		lpp0515		99.84		lpl0491		99.37		lpo0515		99.37		lpv0549		99.84		lpc2894		99.53

		icmK/dotH		1083		icmK		s : structure		lpg0450		lpp0516		94.81		lpl0492		94.26		lpo0516		95.19		lpv0550		94.44		lpc2893		94.72

		icmE/dotG		3147		icmE		s : structure		lpg0451		lpp0517		93.70		lpl0493		94.02		lpo0517		94.02		lpv0551		93.99		lpc2892		94.27

		icmG/dotF		810		icmG		f : factor		lpg0452		lpp0518		98		lpl0494		97		lpo0518		98		lpv0552		98		lpc2891		97

		icmC/dotE		585				o : ORF of unknown function		lpg0453		lpp0519		99.66		lpl0495		99.14		lpo0519		99.66		lpv0553		99.31		lpc2890		54

		icmD/DotP		399		icmD		m : membrane component		lpg0454		lpp0520		97		lpl0496		98		lpo0520		97		lpv0554		98		lpc2889		97

		icmJ/dotN		627				e : enzyme		lpg0455		lpp0521		99.04		lpl0497		98		lpo0521		99		lpv0555		99		lpc2888		98

		IcmB/DotO		3030				f : factor		lpg0456		lpp0522		98.08		lpl0498		98.25		lpo0522		98.32		lpv0556		98.18		lpc2887		97.62

		IcmF		2922				m : membrane component		lpg0458		lpp0524		98.22		lpl0500		98.49		lpo0524		98.32		lpv0558		98.49		lpc2885		98.15

		IcmH/DotU		786				m : membrane component		lpg0459		lpp0525		99.36		lpl0501		99.49		lpo0525		99.66		lpv0559		98.98		lpc2884		98.98

		dotD		492		dotD		s : structure		lpg2674		lpp2728		98		lpl2601		98		lpo2953		98		lpv3018		98		lpc0463		99

		dotC		912		dotC		m : membrane component		lpg2675		lpp2729		98.68		lpl2602		98.46		lpo2954		98.79		lpv3019		98.57		lpc0462		99.89

		dotB		1134		dotB		e : enzyme		lpg2676		lpp2730		99		lpl2603		98		lpo2955		98		lpv3020		98		lpc0461		99

		dotA		3108		dotA		m : membrane component		lpg2686		lpp2740		83.25		lpl2613		96.77		lpo2967		82.97		lpv3032		83.63		lpc0450		85.85

		icmV		456		icmV		m : membrane component		lpg2687		lpp2741		91		lpl2614		91		lpo2968		91		lpv3033		92		lpc0449		92

		icmW		456		icmW		f : factor		lpg2688		lpp2742		95.14		lpl2615		97.57		lpo2969		95.14		lpv3034		95.36		lpc0448		95.14

		icmX		1419		icmX		s : structure		lpg2689		lpp2743		84.25		lpl2616		85.19		lpo2970		85.61		lpv3035		85.61		lpc0447		84.14









RPD

						 		 Detection methods

		Data set		Event Number 		Putative recombinant sequences		 RDP		 GENECONV		 Bootscan		 Maxchi		 Chimaera		 SiSscan

		metG		1		Lorraine, Lens		NS		NS		NS		Yes		Yes		Yes

		dnaX		1		Philadelphia		NS		NS		Yes		Yes		Yes		Yes

				2		Lens, Lorraine		NS		NS		NS		Yes		Yes		Yes

		proS		1		HL06041035		Yes		Yes		Yes		Yes		Yes		Yes

				2		Philadelphia		NS		Yes		NS		Yes		Yes		Yes

		cysS		1		Philadelphia		NS		NS		NS		Yes		Yes		NS

		lig		1		Lorraine		NS		Yes		Yes		NS		NS		NS

		uvrC		1		Lens,Philadelphia, Lorraine		NS		NS		NS		Yes		Yes		Yes

		flh		1		Lens		NS		NS		Yes		Yes		Yes		Yes

				2		Paris, HL06041035		NS		NS		NS		Yes		Yes		Yes

		pgk		1		Lens		NS		NS		NS		Yes		Yes		Yes

		atpD		1		Corby		NS		NS		NS		Yes		Yes		Yes

		Concatenated		1		Philadelphia		Yes		Yes		Yes		Yes		Yes		Yes

				2		Philadelphia		Yes		Yes		Yes		Yes		Yes		Yes

				3		HL06041035		Yes		Yes		Yes		Yes		Yes		Yes

				4		HL06041035		Yes		Yes		Yes		Yes		Yes		Yes

				5		Philadelphia, Corby, Lorraine		Yes		Yes		Yes		Yes		Yes		Yes

				6		Lens		Yes		Yes		Yes		Yes		Yes		Yes

				7		Paris, HL06041035		Yes		NS		NS		Yes		Yes		NS

				8		Paris		Yes		Yes		Yes		Yes		Yes		Yes

				9		Lens		Yes		Yes		NS		Yes		Yes		Yes

				10		Lens		Yes		Yes		Yes		Yes		Yes		NS

				11		HL06041035		Yes		Yes		NS		Yes		NS		NS

				12		Paris, HL06041035		Yes		Yes		Yes		Yes		Yes		Yes

				13		HL06041035, Lens		NS		Yes		NS		Yes		Yes		Yes

				14		Lens, Lorraine		Yes		NS		NS		Yes		Yes		NS

				15		Paris, HL06041035		Yes		Yes		NS		Yes		Yes		NS

				16		Corby		Yes		NS		NS		Yes		Yes		NS

				17		Lens		NS		Yes		NS		Yes		Yes		NS

				18		HL06041035, Paris		Yes		NS		NS		Yes		Yes		Yes

				19		Corby		Yes		NS		NS		Yes		Yes		NS

				20		Lorraine		Yes		Yes		NS		NS		NS		Yes

				21		Lens		Yes		NS		Yes		NS		NS		Yes

				22		Corby		Yes		NS		Yes		Yes		NS		Yes

				23		Lens		NS		Yes		NS		Yes		NS		NS

				24		Lens		NS		Yes		NS		Yes		NS		Yes

				25		Philadelphia		Yes		NS		NS		Yes		Yes		Yes





Lorraine_Specific

		Label		Gene Name		Product

		lpo0035		-		Putative endonuclease

		lpo0036		-		conserved protein of unknown function

		lpo0058		-		Excinuclease ABC, C subunit domain protein

		lpo0145		-		putative endonuclease

		lpo0156		-		protein of unknown function

		lpo0157		alpA		phage transcriptional regulator AlpA

		lpo0158		-		Putative replicative DNA helicase

		lpo0159		-		protein of unknown function

		lpo0160		-		protein of unknown function

		lpo0162		-		conserved protein of unknown function

		lpo0164		-		Adenine specific DNA methylase

		lpo0165		-		Type III restriction enzyme, res subunit

		lpo0166		-		protein of unknown function

		lpo0167		-		protein of unknown function

		lpo0216		-		protein of unknown function

		lpo0220		-		putative endonuclease

		lpo0263		-		Fragment of endonuclease

		lpo0264		-		Putative Ribonuclease H

		lpo0280		-		protein of unknown function

		lpo0336		-		Putative excinuclease ABC, C subunit, N-terminal

		lpo0337		-		conserved protein of unknown function

		lpo0427		-		protein of unknown function

		lpo0873		-		protein of unknown function

		lpo1053		-		Putative endonuclease

		lpo1071		-		conserved protein of unknown function

		lpo1073		-		protein of unknown function

		lpo1074		yhaV		conserved hypothetical protein

		lpo1075		sohA		putative regulator

		lpo1085		-		Transcriptional regulator, XRE family

		lpo1113		-		Transposase, IS116/IS110/IS902

		lpo1133		-		Transposase, IS116/IS110/IS902

		lpo1139		-		protein of unknown function

		lpo1141		-		protein of unknown function

		lpo1172		-		protein of unknown function

		lpo1232		-		putative Ribonuclease H-like

		lpo1259		-		Fragment of transposase (part 2)

		lpo1342		-		Fragment of Excinuclease ABC, C subunit (part 1)

		lpo1343		-		Fragment of Excinuclease ABC, C subunit (part 2)

		lpo1380		-		Flavanone 3-dioxygenase

		lpo1382		-		Excinuclease ABC, C subunit, N-terminal Endonuclease

		lpo1383		-		Putative Ribonuclease H

		lpo1384		-		conserved protein of unknown function

		lpo1385		-		protein of unknown function

		lpo1494		-		conserved protein of unknown function

		lpo1495		-		Putative Ribonuclease H-like

		lpo1497		-		Fragment of Transposase, IS111A/IS1328/IS1533 (part 2)

		lpo1499		-		Fragment of Transposase, IS111A/IS1328/IS1533 (part 1)

		lpo1510		-		conserved protein of unknown function

		lpo1531		-		Amidase

		lpo1575		-		protein of unknown function

		lpo1576		-		protein of unknown function

		lpo1577		-		protein of unknown function

		lpo1578		-		protein of unknown function

		lpo1624		-		Protein of unknown function [cupin domain]

		lpo1640		-		Excinuclease ABC, C subunit, N-terminal

		lpo1653		-		Putative ribonuclease H-like

		lpo1654		-		Excinuclease ABC, C subunit domain protein

		lpo1672		-		Transposase, IS116/IS110/IS902

		lpo1673		-		Fragment of Excinuclease ABC, C subunit domain protein

		lpo1705		-		conserved protein of unknown function

		lpo1707		-		Putative ribonuclease H-like

		lpo1708		-		Fragment of Excinuclease ABC, C subunit, N-terminal

		lpo1755		-		Fragment of protein of unknown function

		lpo1778		-		Transposase, IS116/IS110/IS902

		lpo1850		-		conserved protein of unknown function

		lpo1852		-		Putative endonuclease

		lpo1867		-		Transposase, IS116/IS110/IS902

		lpo1868		-		Excinuclease ABC, C subunit-like

		lpo1883		-		Transposase, IS116/IS110/IS902

		lpo1899		-		conserved protein of unknown function

		lpo1949		-		Transposase, IS116/IS110/IS902

		lpo1982		-		Transposase, IS116/IS110/IS902

		lpo1985		-		conserved protein of unknown function

		lpo2047		-		Transposase, IS116/IS110/IS902

		lpo2048		-		Excinuclease ABC, C subunit, N-terminal

		lpo2051		-		conserved protein of unknown function

		lpo2084		-		Putative Ribonuclease H

		lpo2085		-		conserved protein of unknown function

		lpo2235		-		exported protein of unknown function

		lpo2239		-		conserved protein of unknown function

		lpo2242		-		Transposase, IS116/IS110/IS902

		lpo2346		-		protein of unknown function

		lpo2347		-		conserved protein of unknown function

		lpo2379		-		conserved protein of unknown function

		lpo2444		-		protein of unknown function

		lpo2450		-		protein of unknown function

		lpo2451		-		protein of unknown function

		lpo2473		-		protein of unknown function

		lpo2481		-		conserved protein of unknown function

		lpo2485		-		protein of unknown function

		lpo2486		-		conserved exported protein of unknown function

		lpo2487		-		exported protein of unknown function

		lpo2489		-		conserved protein of unknown function

		lpo2490		-		conserved protein of unknown function

		lpo2495		-		exported protein of unknown function[Sporulation related repeat]

		lpo2496		-		exported protein of unknown function

		lpo2500		-		fragment of IS630 family transposase (pseudogene part 2)

		lpo2501		-		conserved exported protein of unknown function

		lpo2502		CsbD		General stress response protein

		lpo2503		-		PRC-barrel domain protein

		lpo2511		-		conserved membrane protein of unknown function

		lpo2512		-		transposase

		lpo2513		-		transposase

		lpo2514		-		conserved membrane protein of unknown function

		lpo2516		-		Fatty acid desaturase

		lpo2519		-		protein of unknown function

		lpo2522		-		exported protein of unknown function

		lpo2614		-		Kynurenine--oxoglutarate transaminase

		lpo2699		-		conserved protein of unknown function

		lpo2708		-		Fragment of transposase (part 2)

		lpo2710		-		Transposase, IS116/IS110/IS902

		lpo2730		-		Putative ribonuclease H-like

		lpo2769		-		conserved protein of unknown function

		lpo2777		-		protein of unknown function

		lpo2819		-		protein of unknown function

		lpo2841		-		protein of unknown function

		lpo2854		-		Transposase, IS116/IS110/IS902

		lpo2855		-		conserved protein of unknown function

		lpo2857		-		Fragment of Excinuclease ABC (part 1)

		lpo2858		-		Fragment of Excinuclease ABC (part 2)

		lpo2960		-		(S)-2-hydroxy-acid oxidase

		lpo3040		-		Fragment of Excinuclease ABC (part 1)

		lpo3041		-		Fragment of Excinuclease ABC (part 2)

		lpo3042		-		Putative Ribonuclease H-like

		lpo3043		-		conserved protein of unknown function

		lpo3044		-		protein of unknown function

		lpo3094		-		conserved protein of unknown function

		lpo3125		-		exported protein of unknown function

		lpo3130		-		protein of unknown function

		lpo3135		-		Excinuclease ABC, C subunit domain protein

		lpo3136		-		putative Ribonuclease H-like

		lpo3137		-		conserved protein of unknown function

		lpo3146		-		protein of unknown function

		lpo3194		-		conserved protein of unknown function

		lpo3196		-		Endonuclease

		lpo3233		-		exported protein of unknown function [Sel-1 domain]

		lpo3234		-		protein of unknown function

		lpo3286		-		Excinuclease ABC, C subunit, N-terminal

		lpo3287		-		Putative ribonuclease H-like

		lpo3288		-		conserved protein of unknown function

		lpo3316		-		Excinuclease ABC C subunit domain protein

		lpo3317		-		Fragment of transposase (part 2)

		lpo3318		-		Fragment of transposase (part 1)

		lpo3338		-		Excinuclease ABC C subunit domain protein

		lpo3339		-		putative Ribonuclease H-like

		lpo3340		-		conserved protein of unknown function

		lpoCDS416712D		rpmJ		50S ribosomal subunit protein L36

		lpoCDS503362D		icmT		component of the Dot/Icm secretion system





zeigler_genes

		Gene Name		 Product		Labela		Function		Length (nts)a

		uvrB		Excinuclease ABC, subunit B		lpp0086		DNA replication, recombination, and repair		1992

		pgk		Phosphoglycerate kinase		lpp0152		Glycolysis/gluconeogenesis		1191

		rpoA		RNA polymerase, alpha subunit 		lpp0419		Transcription		993

		ffh		Signal recognition particle protein, GTPase		lpp0467		Transport and binding proteins		1377

		serS		Seryl tRNA synthetase		lpp0575		tRNA aminoacylation		1281

		proS		Prolyl-tRNA synthase		lpp0749		tRNA aminoacylation		1710

		glyA		Serine hydroxymethyltransferase		lpp0791		Glycine/serine hydroxymethyltransferase		1254

		dnaB		Replicative DNA helicase		lpp0803		DNA replication, recombination, and repair		1383

		gpi		Glucose-6-phosphate isomerase		lpp0825		Glycolysis/gluconeogenesis		1500

		lig		DNA ligase		lpp1020		DNA replication, recombination, and repair		2022

		cysS		Cysteinyl-tRNA synthetase		lpp1271		tRNA aminoacylation		1371

		trpS		Tryptophanyl tRNA synthetase		lpp1399		tRNA aminoacylation		1215

		aspS		Aspartyl-tRNA synthetase		lpp1434		tRNA aminoacylation		1782

		ruvB		Holliday junction DNA helicase 		lpp1534		tRNA aminoacylation		1011

		nrdA		Ribonucleoside-diphosphate reductase, alpha subunit		lpp1738		Deoxyribonucleotide/ribonucleoside metabolism		2829

		recA		Bacterial DNA recombination protein		lpp1765		DNA replication, recombination, and repair		1047

		tig		Trigger factor 		lpp1830		Protein folding and stabilization		1332

		lepA		GTP-binding membrane protein		lpp1837		Translation 		1833

		metK		S-adenosylmethionine synthetase		lpp2004		tRNA aminoacylation		1149

		dnaJ		Heat shock protein 		lpp2006		Protein folding and stabilization		1140

		argS		Arginyl tRNA synthetase		lpp2013		tRNA aminoacylation		1770

		eno		Enolase		lpp2020		Glycolysis/gluconeogenesis		1269

		ftsZ		Cell division protein 		lpp2662		Cell division		1197

		uvrC		Excinuclease ABC, subunit C		lpp2698		DNA replication, recombination, and repair		1857

		dnaX		DNA polymerase III, subunits gamma and tau		lpp2802		DNA replication, recombination, and repair		1671

		recN		DNA repair protein 		lpp2877		DNA replication, recombination, and repair		1668

		metG		Methionyl tRNA synthetase		lpp2941		tRNA aminoacylation		2013

		rho		Transcription terminator factor		lpp3002		Translation 		1262

		atpD		 ATP synthase F1, subunit beta		lpp3053		ATP-proton motive force interconversion		1377

		atpA		ATP synthase, subunit alpha		lpp3055		ATP-proton motive force interconversion		1554

		thdF		GTP binding protein, thiophene oxidation 		lpp3073		tRNA and rRNA base modification		1341





dot_icm_substrates

		L. pneumophila strains

		Gene Name		Philadelphia		Paris				Lens				Lorraine				HL06041035				Corby

		 		lpg0012		lpp0012		97		lpl0012		97		lpo0013		97		lpv0015		98		LPC0013		98

		 ankQ LegA10		lpg0038		lpp0037		94		lpl0038		96		lpo0042		97		lpv0043		92		LPC0039		95

		 		lpg0045		lpp0046		92		lpl0044		97		lpo0048		98		lpv0051		92		LPC0047		98

				lpg0080		lpp0094		88						lpo0088		87		lpv0095		88

		 		lpg0081		lpp0095		89						lpo0089		90		lpv0096		90

				lpg0090		lpp0104		97		lpl0089		98		lpo0098		98		lpv0105		98		LPC0109		97

				lpg0096		lpp0110		97		lpl0096		97		lpo0105		98		lpv0111		96		LPC0115		96

		 vipF		lpg0103		lpp0117		98		lpl0103		98		lpo0111		98		lpv0119		98		LPC0122		97

		 		lpg0126		lpp0140		97		lpl0125		98		lpo0134		98		lpv0142		97		LPC0146		94

		 		lpg0171		lpp0233		96		lpl0234		93		lpo0202		96		lpv0254		96

				lpg0191		lpp0251		98						lpo0228		98		lpv0273		98

		 		lpg0227		lpp0286		93		lpl0281		92		lpo0261		93		lpv0307		92		LPC0303		91

		 sidE - laiD		lpg0234		lpp0304		94		lpl0288		98		lpo0273		95		lpv0315		95		LPC0309		95

				lpg0240		lpp0310		80		lpl0294		95						lpv0322		85		LPC0316		85

				lpg0246		lpp0316		98		lpl0300		98		lpo0286		95						LPC0323		98

		 sdeA		lpg0257		lpp0327		97		lpl0310		97		lpo0297		98		lpv0341		98		LPC0334		98

		 		lpg0276		lpp0350		92		lpl0328		96		lpo0327		96		lpv0368		98		LPC0353		92

		 		lpg0284		lpp0360		97		lpl0336		98		lpo0340		98		lpv0377		97		LPC0361		96

				lpg0285		lpp0361		97		lpl0337		97		lpo0341		98		lpv0379		97		LPC0362		96

		 		lpg0294		lpp0372		97		lpl0347		98		lpo0351		99		lpv0389		98		LPC0373		93

		 		lpg0365		lpp0430		98		lpl0406		98		lpo0415		98		lpv0459		98		LPC2979		98

		 sdhA		lpg0376		lpp0443		99		lpl0419		97		lpo0433		99		lpv0474		98		LPC2967		99

		 vipA		lpg0390		lpp0457		98		lpl0433		99		lpo0446		99		lpv0487		98		LPC2954		98

		 LegA7 ceg11		lpg0401		lpp0468		95		lpl0444		94		lpo0462		95		lpv0499		94		LPC2942		95

		 ankY legA9 ankG ankZ		lpg0402														lpv0500		96

		legA7		lpg0403		lpp0469		97		lpl0445		96		lpo0463		98		lpv0501		96		LPC2941		96

		 ankJ legA11		lpg0436		lpp0503		93		lpl0479		96		lpo0501		93		lpv0537		93		LPC2906		94

				lpg0437		lpp0504		94		lpl0480		95		lpo0502		95		lpv0538		96		LPC2905		96

		 ankC legA12		lpg0483		lpp0547		98		lpl0523		99		lpo0551		98		lpv0585		98		LPC2861		98

		 		lpg0518		lpp0581		98		lpl0557		99		lpo0590		98		lpv0623		99		LPC2826		93

				lpg0519

		 sidA		lpg0621		lpp0675		100		lpl0658		91		lpo0698		96		lpv0733		96		LPC2673		95

		 		lpg0634		lpp0688		100		lpl0671		96		lpo0712		99		lpv0747		98		LPC2660		99

		 WipB		lpg0642						lpl0679		94		lpo0720		94		lpv0761		95		LPC2651		94

		 ankN ankX legA8		lpg0695		lpp0750		96		lpl0732		98		lpo0775		99		lpv0817		98		LPC2599		99

				lpg0696		lpp0751		96		lpl0733		98		lpo0776		98		lpv0818		99		LPC2598		98

		 		lpg0898		lpp0959		100		lpl0929		97		lpo0980		97		lpv1032		97		LPC2395		97

		 lidA		lpg0940		lpp1002		97		lpl0971		91		lpo1024		97		lpv1077		97		LPC2349		96

		 		lpg0945		lpp1007		96		lpl1579		28		lpo1029		93		lpv1082		97		LPC2344		98

		 		lpg0963		lpp1025		98		lpl0992		97		lpo1047		98		lpv1101		98		LPC2324		99

				lpg1101		lpp1101		96		lpl1100		99		lpo1092		97		lpv1240		98

				lpg1110		lpp1111		90		lpl1114		91		lpo1105		90		lpv1253		90		LPC2142		90

				lpg1120										lpo1122		89

				lpg1121		lpp1121		97		lpl1126		96		lpo1124		96		lpv1268		97		LPC0578		97

		 		lpg1144		lpp1146		97		lpl1150		99		lpo1157		97		lpv1297		97		LPC0607		95

				lpg1145		lpp1147		97		lpl1151		92		lpo1158		98		lpv1298		97		LPC0608		93

		 		lpg1148		lpp1150		95		lpl1154		96		lpo1161		96		lpv1301		95		LPC0611		96

		 		lpg1158		lpp1160		98						lpo1171		99		lpv1311		97		LPC0621		79

		 vpdB		lpg1227		lpp1235		84		lpl1235		84		lpo1252		84		lpv1384		85		LPC0696		82

		 		lpg1273		lpp1236		94		lpl1236		95		lpo1253		95		lpv1386		95		LPC0698		95

				lpg1290		lpp1253		92

		 		lpg1328		lpp1283		90		lpl1282		89		lpo1306		91		lpv1435		89		LPC0743		92

		 sidG		lpg1355		lpp1309		91										lpv1468		91

				lpg1426		lpp1381		99		lpl1377		99		lpo1423		99		lpv1543		99		LPC0842		99

		 lgt3 legC5		lpg1488		lpp1444		94		lpl1540		89		lpo1488		96		lpv1614		93

				lpg1491		lpp1447		69										lpv1617		69

				lpg1496		lpp1453		94		lpl1530		93		lpo1504		94		lpv1624		94		LPC0915		93

		 		lpg1588		lpp1546		98		lpl1437		98		lpo1608		99		lpv1725		99		LPC1013		98

				lpg1598		lpp1556		97		lpl1427		99		lpo1618		97		lpv1736		97		LPC1025		97

		 		lpg1602		lpp1567		96										lpv1852		97		LPC1028		98

		 		lpg1621		lpp1591		96		lpl1402		99		lpo1648		96		lpv1875		98		LPC1048		96

				lpg1625		lpp1595		89		lpl1398		85		lpo1655		89		lpv1879		90		LPC1052		88

		 sidB		lpg1642						lpl1384		98		lpo1676		99		lpv1898		99		LPC1071		99

		 		lpg1660		lpp1631		98		lpl1625		98		lpo1695		98		lpv1916		99		LPC1090		98

		 		lpg1689		lpp1658		96		lpl1652		96		lpo1727		95		lpv1953		97		LPC1120		100

		 ppeA		lpg1701		lpp1666		96		lpl1660		95		lpo1735		96		lpv1966		100		LPC1130		100

		 ppeB		lpg1702		lpp1667		94		lpl1661		92		lpo1736		94		lpv1967		99		LPC1131		100

		 		lpg1717		lpp1682		98						lpo1751		99		lpv1983		94

		 ankI LegAS4		lpg1718		lpp1683		94		lpl1682		93		lpo1757		98		lpv1985		95		LPC1152		96

		 		lpg1751		lpp1715		97		lpl1715		96		lpo1796		97		lpv2020		99		LPC1191		95

				lpg1851		lpp1818		96		lpl1817		95		lpo1917		97		lpv2128		98		LPC1296		100

		 ylfB		lpg1884		lpp1848		98		lpl1845		99		lpo1944		99		lpv2158		98		LPC1331		98

		 		lpg1890		lpp4365		98		lpl1852		97		lpo1958		98		lpv2166		98		LPC1338		98

				lpg1933		lpp1914		97		lpl1903		98		lpo2013		92		lpv2226		97		LPC1406		97

				lpg1947		lpp1930		92						lpo2029		95

		 		lpg1948										lpo2031		94		lpv2241		95

				lpg1949		lpp1931		97		lpl1918		96		lpo2032		98		lpv2242		97		LPC1422		94

		 ralF		lpg1950		lpp1932		85		lpl1919		86		lpo2033		85		lpv2243		86		LPC1423		86

		 		lpg1953		lpp1935		96		lpl1922		97		lpo2038		97		lpv2247		97		LPC1426		95

		 		lpg1958		lpp1940		92						lpo2043		93		lpv2255		95

				lpg1960		lpp1942		99						lpo2045		99		lpv2256		90		LPC1437		90

				lpg1962		lpp1946		91		lpl1936		92		lpo2052		93		lpv2261		93		LPC1440		93

		 pieA		lpg1963														lpv2262		94

		 pieB		lpg1964

		 pieC		lpg1965										lpo2053		95		lpv2263		94

		 pieD		lpg1966		lpp1947		86						lpo2054		92		lpv2264		93		LPC1446		93

		 pieE		lpg1969		lpp1952		90		lpl1941		98		lpo2060		91		lpv2269		90		LPC1452		92

		 pieF		lpg1972		lpp1955		93		lpl1950		94		lpo2069		93						LPC1459		83

		 		lpg1975

		 pieG		lpg1976		lpp1959		87		lpl1953		89		lpo2073		91		lpv2275		86		LPC1462		88

				lpg1978		lpp1961		94		lpl1955		95		lpo2074		93		lpv2280		94		LPC1464		94

		 		lpg2137		lpp2076		86		lpl2066		84		lpo2201		83		lpv2385		84		LPC1586		85

		 ankB legAU13 Ceg27		lpg2144		lpp2082		96		lpl2072		97		lpo2207		98		lpv2392		93		LPC1593		98

		 sidJ		lpg2155		lpp2094		97		lpl2083		92		lpo2218		98		lpv2405		97		LPC1604		96

		 sdeC		lpg2157		lpp2096		87		lpl2085		88		lpo2221		91		lpv2408		88		LPC1618		85

				lpg2166		lpp2104		98		lpl2093		98		lpo2229		97		lpv2418		98		LPC1626		96

		 		lpg2176		lpp2128		93		lpl2102		94		lpo2245		94		lpv2428		93		LPC1635		94

		 		lpg2200		lpp2150		92		lpl2124		98		lpo2269		93		lpv2453		92		LPC1664		93

		 		lpg2215		lpp2166		98		lpl2140		98		lpo2285		97		lpv2469		98		LPC1680		98

				lpg2222		lpp2174		99		lpl2147		98		lpo2292		99		lpv2477		99		LPC1689		96

		 ppgA		lpg2224														lpv2481		79

				lpg2248		lpp2202		98		lpl2174		98		lpo2322		99		lpv2520		99		LPC1717		99

		 ylfA LegC7		lpg2298		lpp2246		99		lpl2217		98		lpo2369		99		lpv2565		98		LPC1763		98

		 AnkH LegA3 AnkW		lpg2300		lpp2248		99		lpl2219		100		lpo2371		99		lpv2567		98		LPC1765		98

		 AnkK LegA5		lpg2322		lpp2270		98		lpl2242		99		lpo2399		99		lpv2591		98		LPC1789		98

		 		lpg2327		lpp2275		93		lpl2247		93		lpo2404		92		lpv2597		93		LPC1794		93

				lpg2328		lpp2276		97		lpl2248		96		lpo2405		98		lpv2598		94		LPC1795		94

		 		lpg2392		lpp2459		96		lpl2316		87		lpo2572		97		lpv2704		97		LPC2085		90

		 		lpg2400						lpl2323		93		lpo2583		66

				lpg2406		lpp2472		97		lpl2329		95		lpo2590		97		lpv2722		98		LPC2070		98

		 		lpg2407		lpp2474		97						lpo2591		98		lpv2723		98		LPC2069		99

		 		lpg2409		lpp2476		98		lpl2332		99		lpo2593		98		lpv2725		98		LPC2067		98

		 vpdA		lpg2410		lpp2479		97		lpl2334		98		lpo2595		98		lpv2727		97		LPC2065		98

				lpg2411		lpp2480		96		lpl2335		96		lpo2596		96		lpv2728		96		LPC2064		96

				lpg2422		lpp2487		98		lpl2345		96		lpo2608		93		lpv2742		98		LPC2055		92

				lpg2433		lpp2500		94		lpl2353		90		lpo2623		94		lpv2757		94		LPC2043		94

		 ankF legA14 ceg31		lpg2452		lpp2517		98		lpl2370		99		lpo2642		98		lpv2776		98		LPC2026		98

		 ankD		lpg2456		lpp2522		93		lpl2375		92		lpo2647		91		lpv2781		92		LPC2020		91

		 sidM		lpg2464						lpl2384		99						lpv2789		99

		sidD		lpg2465						lpl2385		96						lpv2790		97

		 lepB		lpg2490		lpp2555		97		lpl2411		97		lpo2680		97		lpv2816		97		LPC1987		96

				lpg2504		lpp2572		98		lpl2426		97		lpo2702		99		lpv2838		98		LPC1967		97

		 sdjA		lpg2508						lpl2430		98		lpo2711		97		lpv2843		97

		 sidC		lpg2511		lpp2579		90		lpl2433		91		lpo2714		91		lpv2846		90		LPC1959		92

				lpg2523										lpo2726		91

		 		lpg2527		lpp2592		97		lpl2447		97		lpo2733		97		lpv2861		97		LPC1944		97

				lpg2529		lpp2594		96		lpl2449		98		lpo2735		95		lpv2863		95		LPC1942		95

		 		lpg2556		lpp2626		94		lpl2481		99		lpo2765		99		lpv2900		98		LPC1906		94

		 sidF		lpg2584		lpp2637		97		lpl2507		98		lpo2851		98		lpv2916		98		LPC0561		98

		 		lpg2591		lpp2644		98		lpl2514		97		lpo2866		98		lpv2926		97		LPC0551		97

				lpg2603		lpp2656		98		lpl2526		99		lpo2878		99		lpv2938		98		LPC0539		99

		 wipA		lpg2718		lpp2775		98		lpl2646		98		lpo3005		99		lpv3068		98		LPC0415		96

		 		lpg2744		lpp2800		98		lpl2669		99		lpo3031		99		lpv3094		98		LPC0386		98

		 lepA		lpg2793		lpp2839		91		lpl2708		95		lpo3083		96		lpv3144		97		LPC3079		97

				lpg2804		lpp2850		97		lpl2719		98		lpo3096		98		lpv3156		97		LPC3090		98

				lpg2826						lpl2741		99		lpo3119		97		lpv3180		97		LPC3113		97

		 sidH		lpg2829										lpo3123		98		lpv3184		98

		 lubX legU2		lpg2830		lpp2887		99						lpo3124		99		lpv3185		99

		 VipD		lpg2831		lpp2888		97						lpo3126		98		lpv3186		97

		 Lgt2 LegC8		lpg2862										lpo3166		97

		 		lpg2999		lpp3071		97		lpl2927		97		lpo3341		99		lpv3387		98		LPC3315		98





TA

		L. pneumophila strains

		Toxin-antitoxin systems		Paris		Lens		Philadelphia		Corby		Lorraine		 HL06041035

		higA				lpl2833 (96)*		lpg2914 (96)						lpv3285 (96)

		higB				lpl2834 (87)*		lpg2915 (103)						lpv3286 (103)



		higA				lpl1092 (93)*

		higB				lpl1093 (107)*



		higA		lpp0064 (434)*								lpo0072 (432)*

		higB		lpp0065 (79)*								lpo0073 (79)*



										lpc2112 (312)

						lpl2291 (102)*		lpg2369 (102)		lpc2113 (37)				lpv2676 (102)*

		Similar to hipA		lpp2427 (78)*		lpl2292 (312)*		lpg2370 (312)		lpc2114 (65)		lpo2551 (115)*		lpv2677 (310)*



		yhvA										lpo1074 (168)*

		sohA										lpo1075 (115)*



		relE		plpp0090 (83)		lpl1587 (82)*

		relB		plpp0089 (95)		lpl1588 (85)*



		relE				lpl1084 (84)*				lpc2177 (93)*		lpo0120 (93)*

		relB								lpc2178 (88)*		lpo0119 (86)*



		parE												lpe2361 (98)*

		parD												lpe2360 (84)*



		pemK										lpo0114 (106)





rtxA

		Characteristics of the rtxA gene in 8 L. pneumophila strains

		Strain		Label		Lenght (aa)		Lenght (nt)		Repeats		Domains at N-terminal region

		Lens 		lpl0681		7919		23760		26 ( 522bp)  9(459bp)		1 von Willebrand factor, type A 

												6 HemolysinCabind

												2 Beta roll

		Paris 		lpp0699		7679		23040		30 (549bp) 3 (27 bp)		1 von Willebrand factor, type A 

												5 HemolsysinCabind

												2 Beta roll

		Corby 		lpc2649		6289		18870				25 Haemagluttinin motif

												8 HemolysinCabind

												1 von Willebrand factor, type A 

		Alcoy 		lpa00614		4669		14010		16 (540bp)		16 Haemagluttinin motif

												8 HemolysinCabind

												1 von Willebrand factor, type A 

		Philadelphia 		lpg0644		1487		4464		6 (537bp)		1von Willebrand factor, type A 

				spacer		865						4 HemolysinCabind

				lpg0645		1476		4431				2 Beta roll

		AA100 (AF057703)				1208		3627		No repeats		1von Willebrand factor, type A 

												6 HemolysinCabind

		Lorraine		lpo0723		4316		12951		11 (504bp) 3 (459bp)		5 HemolysinCabind

												2 Beta roll

												1 von Willebrand factor, type A 

		HL06041035		lpv0764		3227		9684		8 (537bp)		8 HemolysinCabind

												3 Beta roll

												1 von Willebrand factor, type A 

		aa, aminoacid; nt nucleotide






