	Drosophila gene
	Drosophila RNAi screens
	Human gene symbol
	Entrez
Gene ID
	Functional data
	Domains
	Protein interactions 

	CG12505
	x
	ARC
	23237
	Co-precipitates with F-actin, enriched in neuronal dendrites; linked with endocytosis, F-actin formation underlying synaptic plasticity, memory (Bramham et al., 2008).
	x
	Dynamin, SH3GL2 (Chowdhury et al., 2006), spectrin, nuclear PML (Bloomer et al., 2007), keratin 15 (Rual et al., 2005)

	CG31132
	JAK/STAT signalling
	BRWD1
	54014
	Human gene located within Down syndrome region-2, chromosome 21; putative transcription factor associated with SWI/SNF chromatin remodeling (Huang et al., 2003); required for gametogenesis (Philipps et al., 2008).
	WD-40 repeat, bromo
domain
	SMARCA4/BRG1 (Huang et al., 2003)

	
	
	BRWD3
	254065
	Mutated in X-linked mental retardation (Field et al., 2007).
	WD-40 repeat, bromo
domain
	UBXD7 (Alexandru et al., 2008)

	
	
	PHIP
	55023
	Regulates insulin and IGF-1 signaling (Farhang-Fallah et al., 2000; Goodwin and Vale, 2010).
	WD-40 repeat, Peptidase S14, ClpP 
	IRS1 (Farhang-Fallah et al., 2000), STMN4, TUBB5 (Stelzl et al., 2005)

	CG10671
	x
	C20orf142
	128486
	Member of protein family involved in fat storage; located in endoplasmic reticulum membrane (Kadereit et al., 2008). 
	multiple potential trans
membrane domains
	x

	CG14995
	growth and viability; mycobacterial infection;
Wnt-Wingless signalling
	C21orf2
	755
	Linked with Down syndrome (Shim et al., 2003).
	leucine-rich repeats; U2A' phosphor

protein32A_C 
	PFKL; MX1; AIRE (http://www.genecards.
org/)
In Drosophila: Myo10A, Importin-a2 (http://flight.licr.org/)

	CG33130
	cell size and cell cycle progression 
	CAMSAP1 
	157922
	Localizes to microtubules (Baines et al., 2009); Drosophila homologue ssp4/patronin stabilizes microtubule minus ends (Goodwin and Vale, 2010),
	CKK, CH
	SKIL, SMAD1, SMAD9, CAMSAP1L1 (Colland et al., 2004)

	CG11339
	x
	EPB41L4A 
	64097
	Induced by ß-catenin/Tcf (Ishiguro et al., 2000).
	Band 4.1; ERM; FERM-type; PH_type. 
	ND

	CG11526
	Compartmentali-zation of intracellular pathogen
	FAM40A  
	85369
	Components of STRIPAK complex (Goudreault et al., 2009); S. cerevisiae homologue FAR11 involved in pheromone response pathway ((Kemp and Sprague, 2003) and interacts with Rho4; C. elegans homologue F10E7.8 linked with dynein (O'Rourke et al., 2007); N. crassa homologue ham-2 required for hyphal fusion (Xiang et al., 2002).
	N1221-like


	CCM3, CTTNBP2, FGFR1OP2, MOBKL3, MST4, PPP2R1A, PP2CB, SIKE1, STK24, STK25, STRN3, STRN4, TRAFIP3 (Goudreault et al., 2009)

	
	
	FAM40B
	57464
	
	
	

	CG32138
	x
	FMNL1
	752
	Formin-related proteins regulate actin polymerization (Schonichen and Geyer, 2010); FMNL1 regulates macrophage podosomes  and motility (Mersich et al.; Yayoshi-Yamamoto et al., 2000)

	DAD, FH2, GBD/FH3, 

ARM-like 
	Rac1, Profilin (Yayoshi-Yamamoto et al., 2000),
FNBP3, Ku antigen (Stelzl et al., 2005), Akt (Favaro et al., 2006), SrGAP2 (Mason et al., 2010)

	
	
	FMNL2
	114793
	
	
	Cdc42 (Bandyopadhyay et al., 2010), FNBP3 (Colland et al., 2004)

	
	
	FMNL3
	91010
	
	
	FNBP3 (Bedford et al., 1997)

	CG3542
	innate immune response
	FNBP3
	55660
	May be involved in pre-mRNA splicing (Lin et al., 2004); localizes to nuclear speckles; linked with N-WASP (Mizutani et al., 2004); linked to Huntington’s disease (Passani et al., 2000)
	2 WW, 2 FF, PRP40


	Many proteins including Huntingtin (Faber et al., 1998), formins (Bedford et al., 1997), MeCP2 (Buschdorf and Stratling, 2004), AKAP8L (Sayer et al., 2005), ARHGEF2 (Colland et al., 2004)

	
	
	HYPC
	25766
	May be involved in pre-mRNA splicing (Faber et al., 1998); linked to Huntington’s disease (Passani et al., 2000)
	
	Huntingtin (Faber et al., 1998), MeCP2 (Buschdorf and Stratling, 2004)

	CG11505
	cell size and cell cycle progression, 
JAK/STAT signalling
	LARP4 
	113251
	Binds poly(A), promotes mRNA stability (Yang et al., 2010); S. cerevisiae homologue SRO9 associates with translating ribosomes (Sobel and Wolin, 1999); SRO9 affects actin organization (Kagami et al., 1997) 
	HTH La-type RNA-bd,
RRM_RNP
	PABP, RACK1, RNA (Yang et al., 2010)

	CG11063
	x
	LIMD1
	8994
	Member of zyxin family; localizes to focal adhesions (Huggins and Andrulis, 2008; Petit et al., 2005), adherens junctions, and nucleus where it acts as a retinoblastoma protein corepressor (Sharp et al., 2004); tumor suppressor in cancer (Sharp et al., 2008; Spendlove et al., 2008); LIMD1, WTIP and relative Ajuba regulate miRNA-mediated gene silencing (James et al., 2010);
	LIM zinc-binding


	Retinoblastoma protein  (Sharp et al., 2004), HIPK3 (Colland et al., 2004)

	
	
	WTIP
	126374
	Member of zyxin family; podocyte adherens junction protein, and regulator of WT1-dependent transcription (Srichai et al., 2004); stress signaling pathways induce WTIP nuclear translocation (Kim et al., 2010).
	
	WT1 (Srichai et al., 2004), ROR2 (van Wijk et al., 2009)

	CG10362
	x
	PDZK8
	118987
	Promotes HIV infection (Henning et al., 2010)
	Prot_Kinase_C-like_PE/DAG-bd, PDZ
	Gag of HIV-1 (Henning et al., 2010)

	CG31012
	x
	SH3D19
	152503
	May regulate A disintegrin and metalloproteases (ADAMs)-mediated EGFR-ligand shedding (Tanaka et al., 2004) and Ras-induced cell transformation and ELK1 activation (Yam et al., 2004); RUNX1-SH3D19 translocation in leukaemia (Nguyen et al., 2006)
	 5 SH3, p67phox 
	ADAMs (Tanaka et al., 2004), SH3YL1(Shimomura et al., 2003), SOS2, SH3GL1 and 3 (Tanaka et al., 2004) 

	
	
	SH3KBP1 
	30011
	Signal transduction adapter protein; regulates receptor trafficking and degradation, cell adhesion and migration (reviewed in(Havrylov et al., 2010))
	3 SH3, p67phox
	Many proteins including CBL (Soubeyran et al., 2002), GRB2 (Borinstein et al., 2000), PAK2 (Kurakin et al., 2003)


	CG5965/
woc
	x
	ZMYM3
	9203
	Candidate gene for X-linked mental retardation (van der Maarel et al., 1996); putative component of BHC histone deacetylase complex (Hakimi et al., 2003)
	TRASH; Znf_MYM
9 MYM-type zinc fingers
	KDM1A/BHC110, HDAC2 (Hakimi et al., 2003)


	
	
	ZMYM4
	9202
	mRNA 3'-UTR contains cell death-inhibiting RNA motif that binds AUF1 and inhibits interferon-γ-induced apoptosis (Shchors et al., 2004; Shchors et al., 2002)
	
TRASH; Znf_MYM
	SUMO2 (Ouyang et al., 2009), ZMYM2 (Gocke and Yu, 2008), KLHL13 (Sowa et al., 2009) 

	
	
	ZMYM6
	9204
	x
	TRASH; Znf_MYM
	CDK9 (http://www.genecards.
org/)


	CG12299
	Wnt-Wingless signalling
	ZNF-

135 
	7694
	Member of Krüppel transcription factor family (Tommerup and Vissing, 1995)
	KRAB-A box; zf_C2H2/integrase_DNA-bd
	x

	CG9448
	cardiogenic genes
	ZRANB1
	54764
	Deubiquitinase; may modulate NFκB signaling (Evans et al., 2001); regulates Wnt signaling pathway, deubiquitinates APC (Tran et al., 2008)
	OTU; Zf_RanBP2
	multiple proteins including TRAF6 (Evans et al., 2001), APC (Tran et al., 2008), STRIPAK complex (Sowa et al., 2009)



Supplementary Table 1. Selection of PMMs.  Data on human gene symbols and human gene names (HGNC), alternative names (aliases), domains and interaction partners are taken from NCBI Gene information and/or GeneCards (www.genecards.org);  x, no information available.
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